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NEBNext Ultra Il
NGS Library Preparation Kits and Reagents

Product Features

- Stem-loop structure adaptor technologyZ high yield
library Mzt 7Hs

- Broad input amount high quality library

« |A8te] handling time 8! fast workflow : 2~3 hrs

. Library Mz CHAE reagents JHE 1O 7ts

Workflow
Figure 1. Workflow demonstrating the use of NEBNext Ultra 1| DNA Library Prep Kit for lllumina
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Product Information

1. Library Preparation for lllumina

1) DNA Library Prep Kit

Cat.No Product Size
E7645 NEBNext® Ultra™ Il DNA Library Prep Kit for [llumina® 24 / 96 rxns
E7103 NEBNext® Ultra™ Il DNA Library Prep with Sample Purification Beads 24 / 96 rxns
E7805 NEBNext® Ultra™ Il FS DNA Library Prep Kit for lllumina 24 / 96 rxns
EG177 NEBNext® Ultra™ Il FS DNA Library Prep with Sample Purification Beads | 24 / 96 rxns
E7410 NEBNext® Ultra™ Il DNA PCR-free Library Prep Kit for [llumina® 24 / 96 rxns
= . N . . .
£7415 NEBNext® Ultra™ Il DNA PCR-free Library Prep with Sample Purification 24 / 96 rxns
Beads
E7430 NEBNext® Ultra™ Il FS DNA PCR-free Library Prep Kit for lllumina® 24 / 96 rxns
® ™ - H H
£7435 NEE}NexF Ultra™ Il FS DNA PCR-free Library Prep with Sample 24 / 96 rxns
Purification Beads
E3325 NEBNext UltraExpress™ DNA Library Prep Kit 24 / 96 rxns
E3340 NEBNext UltraExpress™ FS DNA Library Prep Kit 24 / 96 rxns
2) RNA Library Prep Kit
- Non-directional RNA Library Prep
Cat.No Product Size
E7770 NEBNext® Ultra™ Il RNA Library Prep Kit for lllumina® 24 / 96 rxns
E7775 NEBNext® Ultra™ Il RNA Library Prep with Sample Purification Beads 24 / 96 rxns
« Directional RNA Library Prep
Cat.No Product Size
E7760 NEBNext® Ultra™ Il Directional RNA Library Prep Kit for lllumina® 24 / 96 rxns
- - . . . .
£7765 NEBNexF Ultra™ Il Directional RNA Library Prep with Sample 24 / 96 rxns
Purification Beads
E3330 NEBNext UltraExpress™ RNA Library Prep Kit 24 / 96 rxns
- Small RNA Library Prep
Cat.No Product Size
E7300 NEBNext® Multiplex Small RNA Library Prep Set for lllumina (Set 1) 24 / 96 rxns
E7580 NEBNext® Multiplex Small RNA Library Prep Set for Illumina (Set 2) 24 / 96 rxns
NEBNext® Multiplex Small RNA Library Prep Kit for Illumina
E7560 (Index Primers 1-48) 96 rxns
NEBNext® Small RNA Library Prep Set for lllumina
E7330
(Multiplex Compatible) 24/ 96 rxns
- Single cell RNA Library Prep
Cat.No Product Size
NEBNext® Single Cell/Low Input cDNA Synthesis &
E6421 Amplification Module 24/ 96 rxns
E5530 NEBNext® Single Cell Lysis Module 96 rxns
E6420 NEBNext® Single Cell/Low Input RNA Library Prep Kit for Illumina® 24 / 96 rxns




- rRNA Depletion / mRNA Enrichment

Cat.No Product Size
E7400 NEBNext® rRNA Depletion Kit v2 (Human/Mouse/Rat) 6 /24 /96 rxns
NEBNext® rRNA Depletion Kit v2 (Human/Mouse/Rat)
E7405 with RNA Sample Purification Beads 6/24/96 rxns
NEBNext” Globin & rRNA Depletion Kit
E7750 (Human/Mouse/Rat) 6 /24 /96 rxns
NEBNext® Globin & rRNA Depletion Kit (Human/Mouse/Rat)
E77
55 with RNA Sample Purification Beads 6/24/96 rxns
E7850 NEBNext® rRNA Depletion Kit (Bacteria) 6 /24 /96 rxns
- . . . .
£7860 NEB[\IexF rRNA Depletion Kit (Bacteria) with RNA Sample 6 /24 /96 rxns
Purification Beads
E7865 NEBNext® RNA Depletion Core Reagent Set 6 /24 /96 rxns
= . -
£7870 NEB[\IexF RNA Depletion Core Reagent Set with RNA Sample 6 /24 / 96 rxns
Purification Beads
E7490 NEBNext® Poly(A) mRNA Magnetic Isolation Module 24 / 96 rxns
E3370 NEBNext® High Input Poly(A) mRNA Isolation Module 24 rxns
3) Modules & Enzyme
- For DNA
Cat.No Product Size
E7546 NEBNext® Ultra™ Il End Repair/dA-Tailing Module 24 / 96 rxns
E7595 NEBNext® Ultra™ Il Ligation Module 24 / 96 rxns
MO544 NEBNext® Ultra™ Il Q5° Master Mix 50/ 2:(25/ 500
E7810 NEBNext® Ultra™ Il FS DNA Module 24 / 96 rxns
M0348 NEBNext® dsDNA Fragmentase® 50 /250 rxns
B0349 NEBNext® dsDNA Fragmentase® Reaction Buffer v2 6 ml
M0543 NEBNext® Q5® Hot Start HiFi PCR Master Mix 50 /250 rxns
MO0541 NEBNext® High-Fidelity 2X PCR Master Mix 50 /250 rxns
- For RNA
Cat.No Product Size
E6150 NEBNext® Magnesium RNA Fragmentation Module 200 rxns
E7771 NEBNext® Ultra™ II RNA First Strand Synthesis Module 24 / 96 rxns
E7550 NEBNex-t®UItraTM Il Directional RNA Second Strand 24 / 96 rxns
Synthesis Module
® ™ -
E6Mm NEBNext® Ultra™ Il Non 24 / 96 rxns

Directional RNA Second Strand Synthesis Module
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4) FFPE DNA Products

Cat.No Product Size
M7634 NEBNext UltraShear™ 24 / 96 rxns
E6655 NEBNext Ultrashear™ FFPE DNA Library Prep Kit 24 / 96 rxns
E6650 NEBNext® FFPE DNA Library Prep Kit 24 / 96 rxns
M6630 NEBNext® FFPE DNA Repair Mix 24 / 96 rxns
E7360 NEBNext® FFPE DNA Repair v2 Module 24 / 96 rxns
5) Microbiome DNA Enrichment
Cat.No Product Size
E2612 NEBNext® Microbiome DNA Enrichment Kit 6/ 24 rxns
6) Methylome Analysis
Cat.No Product Size
E7120 NEBNext® Enzymatic Methyl-seq Kit 24 / 96 rxns
E7125 NEBNext® Enzymatic Methyl-seq Conversion Module 24 / 96 rxns
7) NGS Library Quantitation
Cat.No Product Size
B6118 NEBNext® Library Dilution Buffer 15 ml
E7642 NEBNext® Library Quant DNA Standards 500 rxns
E7630 NEBNext® Library Quant Kit for lllumina® 100 / 500 rxns

8) Sequencing of SARS-CoV-2

Cat.No Product Size

£7658 NEBNext ARTIC SARS-CoV-2 Library Prep kits (~<150bp) 24 / 96 rxns
for smaller insert

E7650 NEBNext ARTIC SARS-CoV-2 Library Prep kits (~400bp) 24 /96 rxns
for smaller insert

E7626 NEBNext® ARTIC SARS-CoV-2 RT-PCR Module 24 / 96 rxns

9) Multiplex Oligos (Adaptors & Primers)

Cat.No Product Size

E6609 NEBNext®Multiplex Oligos for Illumina (96 Index Primers) 96 / 384 rxns
NEBNext®Multiplex Oligos for lllumina

E6440
(96 Unique Dual Index Primer Pairs) 96 /384 rxns

E6442 NEBNext“Multiplex Oligos for Illumina 96 / 384
(96 Unique Dual Index Primer Pairs Set 2) rxns
NEBNext®Multiplex Oligos for lllumina

E6444
(96 Unique Dual Index Primer Pairs Set 3) 96 / 384 rxns
NEBNext“Multiplex Oligos for Illumina

E6446 96 / 384 rxns

(96 Unique Dual Index Primer Pairs Set 4)




E7600 NEBNext® Multiplex Oligos for Illumina (Dual Index Primers Set 1) 96 rxns

E7780 NEBNext® Multiplex Oligos for Illlumina (Dual Index Primers Set 2) 96 rxns

E7335 NEBNext® Multiplex Oligos for lllumina (Index Primers Set 1) 24 / 96 rxns

E7500 NEBNext® Multiplex Oligos for lllumina (Index Primers Set 2) 24 / 96 rxns

E7710 NEBNext® Multiplex Oligos for lllumina (Index Primers Set 3) 24 / 96 rxns

E7730 NEBNext® Multiplex Oligos for Illumina (Index Primers Set 4) 24 / 96 rxns

B1430 NEBNext® Adaptor Dilution Buffer 9.6 ml
NEBNext® Multiplex Oligos for Enzymatic Methyl-seq

E7140 (Unique Dual Index Primer Pairs) 24/ 96 rxns
NEBNext® Multiplex Oligos for Illumina

E7416 (Unigue Dual Index UMI Adaptors RNA Set 1) 96 /384 rxns
NEBNext® Multiplex Oligos for Illumina®

E7395 (Unique Dual Index UMI Adaptors DNA Set 1) 96/384 mxns
NEBNext® Multiplex Oligos for Illumina®

E7874 (Unigue Dual Index UMI Adaptors DNA Set 2) 96/384 xns
NEBNext® Multiplex Oligos for Illumina®

E7876 (Unigue Dual Index UMI Adaptors DNA Set 3) 96/384 xns
NEBNext® Multiplex Oligos for Illumina®

E7878 (Unigue Dual Index UMI Adaptors DNA Set 4) 96 /384 rxns

2. Library Preparation for lon Torrent
Cat.No Product Size
® . .

£6285 NEBNext FasEMDNA Fragmentation & Library Prep Set 50 rxns
for lon Torrent

E6270 NEBNext® Fast DNA Library Prep Set for lon Torrent™ 50 rxns

3. Library Preparation for Oxford Nanopore Technologies

Cat.No Product Size
NEBNext® Companion Module for Oxford Nanopore

E7180 Technologies® Ligation Sequencing 24/ 96 rxns

® _ _ . .
£7660 NEBNext” ARTIC SARS-CoV-2 Companion Kit 24 / 96 rxns

(Oxford Nanopore Technologies®)
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Nucleic Acid Purification,
PCR/qPCR Amplification & Cloning

Monarch® Nucleic Acid Purification Kits*

Cat. No Product size

T2010 Monarch® Total RNA Miniprep Kit 50 rxns

S1550 Magnetic mRNA Isolation Kit 25 rxns

T2030 Monarch®RNA Cleanup Kit (10 pg) 10 /100 rxns

T2040 Monarch® RNA Cleanup Kit (50 pg) 10 /100 rxns

T2050 Monarch®RNA Cleanup Kit (500 ug) 10 /100 rxns

T3010 Monarch® Genomic DNA Purification Kit 50 /150 rxns

T3050 If\j)(:rgglclzsh&HBr‘fo\/(\)/dDNA Extraction Kit 5 /50 rxns

T3060 Monarch®” HMW DNA Extraction Kit for Tissue 5/ 50 rxns

T1020 Monarch® DNA Gel Extraction Kit 50/ 250 rxns

T1010 Monarch® Plasmid Miniprep Kit 50 / 250 rxns

T1030 Monarch®PCR & DNA Cleanup Kit (5 ug) 50/ 250 rxns

ZIHEE 22F A0t

B Luna® qPCR & RT-qPCR Products**
()
-OI Cat. No Product size
E E3010 LunaScript® RT SuperMix Kit 25 /100 rxns
[a) M3003 Luna®Universal gPCR Master Mix 200 / 500 /1,000 / 2,500 rxns
4 M3005 Luna” Universal One-Step RT-gPCR Kit 200 / 500 /1,000 / 2,500 rxns
5 M3004 Luna®Universal Probe gPCR Master Mix 200 / 500 /1,000 / 2,500 rxns
(V) E3006 Luna®Universal Probe One-Step RT-gPCR Kit 200 / 500 /1,000 / 2,500 rxns
Z E3007 Luna® Probe One-Step RT-gPCR Kit (No ROX) 2,500 rxns
- M3019 Luna® Probe One-Step RT-gPCR 4X Mix with UDG | 200 / 500 /1,000 / 2,500 rxns
; E3030S Luna® Cell Ready One-Step RT-qPCR Kit 100 rxns
% E3031S Luna® Cell Ready Probe One-Step RT-gPCR Kit 100 rxns

E3032S Luna® Cell Ready Lysis Module 100 rxns

E4001 \I;%tohP[JirSg Luna® Probe One-Step RT-gPCR Mix 96 /120 rxns

10



PCR & Isothermal Amplification Products

Cat. No Product size
MO0491 Q5 High-Fidelity DNA Polymerase 100 / 500 rxns
M0492 Q5 High-Fidelity 2X Master Mix 100 / 500 rxns
EO555 Q5 High-Fidelity PCR Kit 50/ 200 rxns
MO0530 Phusion High-Fidelity DNA Polymerase 100 / 500 units
EO553 Phusion High-Fidelity PCR Kit 50/ 200 rxns
M0480 OneTaq DNA Polymerase 200 /1,000 / 5,000 units
M0481 OneTaq Hot Start DNA Polymerase 200 /1,000 / 5,000 units
MO538 Bst 2.0 WarmStart DNA Polymerase 1,600 / 8,000 units
M0374 Bst 3.0 DNA Polymerase 50/ 250 rxns
M0380 WarmStart® RTx Reverse Transcriptase 100 / 500 rxns
M1804 WarmStart® Colorimetric LAMP 2X Master Mix 100 / 500 rxns
with UDG
M1800 WarmStart® Colorimetric LAMP 2X Master Mix 100 / 500 rxns
(DNA & RNA)
E1708 Wa_rmStart® Fluorescent LAMP/RT-LAMP Kit 100 / 500 rxns
(with UDG)
M0269 phi29 DNA Polymerase 250 / 1,250 units
E1603 phi29-XT RCA Kit 100 / 500 rxns
MO0500 Q5" Blood Direct 2X Master Mix 100 / 500units

Assembly Cloning

Cat. No Product size
E2621 NEBuilder HiFi DNA Assembly Master Mix 10 / 50 / 250 rxns
E2611 Gibson Assembly Master Mix 10 / 50 rxns
E1601 NEB Golden Gate Assembly Mix 20 /100 rxns

PCR Cloning

Cat. No Product size
E1202 NEB PCR Cloning Kit 20 rxms
E2611 Q5 Site-Directed Mutagenesis Kit 20 rxms
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nanoString nCounter Analysis System

nanoStHng

Product Featuress

- No Amplification, No Enzyme bias
. Intact / degradation &l total RNA A2 7ts
- =2 Multiplex 2 - Z[CH 800 7 SLEX SA| EA
- CHASH application
- mRNA / miRNA / Single cell / CNV assay / Protein
- LISt Sample type ¥ Speciestl| M& 7ts
- Cell, Tissue, liquid Biopsy, FFPE tissue
- Human, Animal, Plant, Microbes
- R7t Workflow - MM =2 20t &

Faster than gPCR, Simpler than NGS

Simple and Efficient Workflow

Highly Reproducible Results:
3Labs, 3Countries, Same Results

15 Minute Overnight Load Onto Analyze
Setup Hybridization System Results
1 2

Combine reagents with
samples in solution to begin
the hybridization reaction.

Leave the lab while
samples hybridize on a
heat block overnight.

Move samples onto the
deck of the nCounter Pro to
process in a number of hours.

Draw scientific insights
and generate publication-
ready figures using a suite
of intuitive analysis tools.

Broad Sample Compatibility

FRESH BLOOD PLASMA SERUM CELL

FRPOZEN LYSATES
H H I

S
S S
Target moleculeX Gene-specified color-coded barcode?| hybridization2 £%t Direct Count

(W) HYBRIDIZE

Capture Probe  Reporter Probe

WAWA & )

Target

CRUDE RNA FFPE

a PURIFY and IMMOBILIZE

excess probes removed

Target-Probe Complex solution phase hybridization

nCounter
Cartridge

Hybridization

Barcoded probes hybridize directly to a target molecule in solution.
The Reporter Probe carries the signal and the Capture Probe allows
the complex to be immobilized for data collection.

hybridized probes bind
to cartridge

complexes immobilized and
aligned on cartridge

Sample Processing

After hybridization, samples are transferred to the Prep Station where
excess probes are removed and probe/target complexes are bound,
immobilized and aligned on the nCounter Cartridge.

a COUNT Barcode Countsldentity

= il ©.0000 Digital Data Acquisition

- : x 3 XLSA Sample cartridges are placed in the Digital Analyzer for
Mﬂ,‘rﬁ; A data collection. Barcodes are counted and

A ma' : : 2 FOX5 tabulated for each target molecule,

N
g
8

1 INSULIN



nanoString nCounter Analysis System

Specifications
nCounter SPRINT nCounter Pro

Level of multiplexing Up to 800 targets
Amount of starting material RNA : 100 ng O At
(Dependent on assay

and Sample type ) DNA : 300 ng olg

Total RNA, cell lysates in GITC, FFPE-derived total RNA,

Sample types supported

and PAXgene-lysed whole blood

> 1.5-fold (if > 5 copies per cell)

Fold change sensitivity -
> 2-fold (if > 1 copy per cell)

Spike correlation R?>0.95
Linear dynamic range 6 X 105 total counts ; = Ct Sst

12 lanes per 3.5 hours for Prep Station
Throughput 12 lanes per 6 hours —

12 lanes per 2.5 hours for digital analyzer

Application

A
Gene Expression Single Cell Analysis
Perform multianalyte measurements Automated RNA profiling without cDNA
of RNA and proteins simultaneously synthesis, library prep, or amplification

miRNA Expression miRGE Expression
Profile miRBase hight confidence Profile miRNA and mRNA expression
and published clinical miRNAs simultaneously with one CodeSet.

Copy Number Variation ChIP-String Assays Fusion Gene Analysis

Quantify multi-allelic CNV’s Sky the hassle of library prep and Find breakpoint locations and 13
with minimal hands-on time. amplification when analyzing ChIP’d material. specific junction sequences.
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nanoString nCounter Analysis System

nCounter Immunology Panels

Panel Species No. of Genes Research
Human 594 Ideal for the study of allergy, autoimmune
nCounter Immunology . .
Panel diseases, and the immune response to
Mouse 561 infectious disease
. Human 255 Content useful for the study of asthma,
nCounter Inflammation . .
Panel allergy, arthritis, and neurological-related
Mouse 254 inflammation
H 7 i i
nCounter Host uman 85 Understanding the complgx interplay
Response Panel (the phases and progression) between a
P Mouse 785 pathogen and the host response
Human 785 Encompassing all aspects of the innate
nCounter Myeloid Innate immune response of myeloid-derived
Immunity Panel cells (for research in immuno-oncology,
Mouse 770 autoimmunity, and infectious disease
. Human 770 Discovering links between known
nCounter Autoimmune ) . . .
- autoimmune disease associated germline
Profiling Panel . )
Mouse 770 variants and gene expression
Uncovering the mechanisms behind T cell
Human 785 R ’
nCounter Immune B cell, and NK cell exhaustion in diverse
Exhaustion Panel contexts, including cancer and infectious
Mouse 785 .
disease
nCounter TCR Measuring sh|fts in TCR diversity .|n
. . Human 129 response to disease or therapeutic
Diversity Panel
treatments
Monk .
Green Monkey Ideal for vaccine development, transplant
nCounter NHP Rhesus Macaque . .
770 research, immuno-oncology, toxicology

Immunology Panel

Cynomolgus
Macaque

and other research areas




nCounter Oncology Panels

Panel Species No. of Genes Research
nCounter Human 770 Understand basic cancer biology and
PanCancer athway deregulation
Pathways Panel Mouse 770 P y 9
nCounter Human 770
PanCancer Immune Explore the immune response to cancer.
Profiling Panel Mouse 770
nCounter Human 770 . .
Investigate cancer progression and
PanCancer metastasis
Progression Panel Mouse 770 '
nCounter Human 770 A unigque 360 degree view of gene
PanCancer 10 360 expression for the tumor, microenvironment
Panel Mouse 770 and immune response.
Human 780 A holistic view of the biology of the tumor,
nCounter Tumor . . .
} ) microenvironment, and immune response
Signaling 360 . . .
with an emphasis on dysfunctional cell
Panel . L
Mouse 780 signaling in cancer.
Categorize disease heterogeneity using 48
nCounter Breast biological signatures |r.1clud|ng ;lgnatures
Cancer 360 Panel Human 776 based upon the analytically validated
PAM50 and Tumor Inflammation Signature
(TIS) assays
nCounter Canine Takes advantage of tumor.-specmc coverage
for the most common canine cancers to
Immuno-oncology Dog 800
enable researchers to share data and access
Panel L
enhanced statistical power.
nCounter Therapy Panels
Panel Species No. of Genes Research
Deeply characterize and optimize your
Human 770 stem cell development with the nCounter
Stem Cell . .
. Stem Cell Characterization Panel. This panel
Characterization . .
Mouse 770 measures the eight essential components of
stem cell biology.
standardizes the entire gene therapy
Human 800 process from vector development and
viral manufacturing to post-treatment
Gene Therapy o
S monitoring. The panel content measures
Optimization . .
innate and adaptive immune responses, and
Mouse 800 addresses critical questions related to host-
vector interactions.
Enables researchers to answer complex
Antibody Drug Human 770 questions critical for the success of
Conjugates Antibody Drug Conjugates throughout
Development Mouse 770 discovery, pre-clinical and clinical

development.
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Organ Transplant

Human

770

Comprehensively profile the immune
response to transplanted tissue and the
pathways behind organ rejection. Analyze
gene expression of hundreds of genes to
identify biomarkers for rejection, uncover
the mechanisms behind tissue damage,
and monitor toxicities brought on by
immunosuppressive drug

CAR-T
Characterization

Human

780

Measures eight critical components

of CAR-T biology and facilitates the
development of robust product release
assays with a streamlined workflow that
potentially reduces vein to vein time.

CNV & miRNA & Vantage 3D assay

Panel Species No. of Genes Research
Enables copy number quantification for 87
Cancer CN Assay Human 87 genes commonly amplified or deleted in
cancer
. Human 827 Conventional technologies for small RNA
nCounter miRNA . j
Panel profiling like RNAseq can be costly, onerous,
Mouse 577 and require complex data analysis
Includes 63 probes: 35 for specific fusion
Vantage 3D Lung Human 63 detection, 24 for positional gene expression
Gene Fusion Panel imbalance detection, and 4 internal
reference genes
Vantage 3D Includes 42 probes: 27 for specific fusion
Leukemia Gene Human 42 detection, 12 leukemia biomarkers, and 3

Fusion Panel

internal reference genes.




nanoString nCounter Analysis System

nCounter PlexSet™ Reagents (Each 96 Genes)

Species Species Species
Panel Name Panel Name Panel Name
Human | Mouse Rat Human | Mouse Rat Human | Mouse Rat
AdherensJunctions o ) o) Essential Amino Acid o o Necrosisl ¢]
Metabolism g
K K X Neurotransmitter
Adlposg Differentation o o o Estrogen Receptor Receptors le) e} e}
and Maintenance Signaling o 9] 9]
Neurotrophin Signaling [e) O
Allergic Response e} e} Fatty Acid Metabolism (e} o)
- - NF-kB Pathway (e) O O
Alzheimers Disease O (e} Fatty Liver Disease O O
) - NF-kB Target Genes o (@] O
AMPK Pathway O (e} Fibrosis O le) o)
Androgen Receptor Focal Adhesion o o Nitric Oxide Signaling O (@]
Target Genes O o Signaling Non-essential Amino o o
Angiogenesis o o o Gap Junctions o o Acid Metabolism
Notch Pathway o (0] o
Angiogenic Signaling (e} (e} O Glucocorticoid Signaling (e} le) o)
- Notch Target Genes o o
Antigen Presenting Cell (e} (e} Glycosylation (e} le)
Obesity O o
Apoptosis (e} e} GPCR Pathways (e} o)
Growth Factors Oncology Drug Targets [e) O
Atherosclerosis o o o o o
Hdgehog Signalin Osmotic Stress o o
Autophagy e} ¢} geheg >t ° 9] ¢}
Osteogenesis (0] O O
Eloocli Pressure fe) o) Hematopoiesis (0] O
egulation - Osteoporosis (e} (@]
Breast Cancer (e} (e} Hippo Pathway (e} le)
- - Oxidative Stress o o
Calcium Signaling [e) @) @) Huntingtons Disease (o) (e} e}
— - p53 Pathway o o
Cancer Driver Genes (@) @) Hypoxia Signaling (@) o)
Cancer Stem Cell Immune response to o o Phagocytosis o e}
Pathways © © © bacterial infection Phase Il Drug o o
Immune response to i
Cardiovascular Disease ) ) fungal infecfion ¢) O Metabolism
CD4+ T-cell o o Immune Response to o o Phosphatases o o
differentation tumors
Immune response to o o PI3K-Akt Pathway (e) O
Cell Cycle o o viral infection Polycomb and Trithorax o o
Complexes
Cell Death o ¢} o Immune Tolerance 0 © ° Polycomb and Trithorax ° o
Cell Migration e} e} e} Immunotoxicity e} o Target Genes
| 5 — Induced Plurpotent o o Prostate Cancer o o
Cell Stress and Toxicity O (@] O Stem (IPS) Cells - -
Tnflammasome Protein folding o ¢)
Cell-Matrix Interaction (@) (@) O c | d
R:;url)aiixfr? an o o Retinoic Acid Signaling [e) O
Cellular Basis of Aging o o o Inflammatory Cytokine -
Signalin O O Sepsis (e) O O
Cellular Senescence (0] o e} g . i
Insulin Signaling o o Skeletal Myogenesis and o o
Cellular Stress o o Myopathies
Interferon Signaling (@] O Stem Cell Signaling O O O
Chemokine Signaling (0] (0] o o
L Stem Cell Transcription
10 Lymphocyte Activit:
Chemotherapy o o ymp d Y ° ° Factors © °
Resistance ; ivi
Cholesterol and 5 5 10 Myeloid Activity o [e) Stem Cells o o
Lipoprotein Metabolism Irritable Bowel Disease ¢] ) Telomere Replication 0 o)
Chromatin-modifying o o and Maintenance
Enzymes n i ~
Chromatin-remodeling o o o Kidney Toxicity o o TGF-b Pathway o (e} e}
ggmpmlgﬁegignaling Learning and Memory o o TGF-b Target Genes o o) o)
o o
Pathways Leukemia o [¢) Th1and Th2 Responses ) o o
Cytokines O o
Cytokines and Liver Cancer o o o Th17 Response o o o
. o o o
Chemokines Liver Toxicity 0 [e) Tight Junctions (@] o o
Cytoskeleton Regulation O O
Lung Cancer o (@] TNF Signaling o o
Detoxification (0] o T
Lymphocyte Activation o (@) O T:” rl;lke Receptor (@) o
Diabetes o o [e) athway
Lymphoma (@] O (@) Transcription Factors o (@]
DNA Damage Repair O O
MAPK Pathway o) o o) ?’pe 'l,'”terfem” o o
K . ignaling
DNA Damage Signaling o o] @) Meenchymal Stem Cells _
O O O Type Il Diabetes (e) O
Drug Transporters O O
Metastasis o O Ubiquitination1 (@) O
EGF and PDGF Signaling o o @) Mitochondrial o o Unfolded Protein o o o
Endothelial Cell biogenesis and function] Response
Function ° 0 © Molecular Toxicology1 (0] O VEGF Pathway1 o o
Epithelial Cell Junctions O O mTOR Pathway1 O O WNT Pathway o O
Epithelial to Multiple Sclerosis (e} o (¢] WNT Target Genes o (e} 17
Mesenchymal Transition O O o
(¢] (@] o o

(EMT)

Myc Target Genesl

Wound Healing
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nanoString GeoMx " Digital Spatial Profiler

Product Features nano S t r N g

L

- Digital Spatial 24
- FFPE tissue, Fresh Frozen tissue AF2 7ts
- RNA, Protein &$igF 2N JHs
« 1Slide & up to 95 AOI (Area Of Illumination) X|& 7t5
- TMA (Tumor Micro Array) Slide2| 2 %[t 96 ROI X|H Jts
« =2 Multiplex &8
(RNA: up to 21,000 genes, Protein: > 570)
- nCounter System Z2 NGS A|AHIS 0|2%t A1l ==
« NGS A|AEITIO| HE0Z Whole Transcriptome £4 Jts
- Custom 2Alg ot RHXL, Protein 7t 7ts

nCounter Barcoding 7|22 0|23t RNA,
Protein?| Digital Spatial 21

High-Plex Mixtures of
Proprietary Reagents

A

RMA reagents J— B

UV cleavable linker) GeOMXTM Digital - ]
: ]
o~ ’ R S

Fredein resgenin \I;v?t?_le'lg'::bF;EMSi)l(ide Tkk i* k?k_

I i e

UV Light
o I llluminate -
4%

Region of Interest,

mowize XA AAKS

Locate Your Regions of Interest

Geometric Profiling

Assess tissue heterogeneity and profile
standardized geometric shapes across
distinct tissue regions

Rare Cell Profiling

Cell type-specific morphology
markers guide profiling,
revealing the function of
distinct cell populations

Segment Profiling

Maximize cellularity using
morphology markers to identify
and profile distinct biological
compartments within an ROI

Contour Profiling

Evaluate how proximity affects
biological response and the
local microenvironment around
a central structure using
radiating ROI

Gridded Profiling

Perform deep spatial mapping
using a tunable gridding pattern



nanoString GeoMx™ Digital Spatial Profiler

The DSP Workflow

RMNA Protein

(D stain (@) Select ROl (3) UV-Cleave (@) Collect &
UV-phoiccleavable D'ISDEHSE

aligo
Fl N Ragian af Photocioaved
Fluorascen s shgo
Atk ins ntarest (RO4) |

RNASCORS
probas

Pholocloaved
aliga

WW-pheiecioavable
oligo

1. Process: Apply high-plex oligo-labeled antibody cocktail + morphology markers

2. View: Use visible wavelength low-plex imaging to establish tissue "geography.”
Select regions-of-interest (ROIs) for high-plex profiling

3. Profile: UV-release oligo tags at selected ROls

4. Plate: Store released tags in microtiter plate, index, and hybridize to barcodes

5. Digitally count up to 1 million data points per ROI

6. Analyze the data with nSolve™ Advanced Analysis Software

19
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nanoString GeoMx™ Digital Spatial Profiler

GeoMx™ RNA Assay Panels

RNA IMMUNE PATHWAYS PANEL

- 84 Genes in Immune Pathways
- Global immune response
- Microenvironment immune activity
- Tumor reactivity
- Tumor Inflammation Signature

CANCER TRANSCRIPTOME ATLAS(CTA)

Curated & validated content for cancer research

- Expansive content: 1,833 genes across 55pathways

.« Comprehensive biology: Tumor biology, immune response,
microenvironment, low expressors (Cytokines, chemokines
transcription factors, etc)

- Curated annotations: Includes popular nCounter gene
expression panels and signatures (PAM50,TIS)

- Customization: Ability to add genes of interest
Minimal sequencing: 30-50Mreads/sample

WHOLE TRANSCRIPTOME ATLAS (WTA)

Whole transcriptome assay for discovery research

- Comprehensive content: >21,000 Gene specific probes
designed to every protein coding sequence

- Curated Annotations: Utilized Gene Nomenclature
Committee to intelligently design out uninformative genes

- Customization: Ability to add spike in genes of interest

- Minimal sequencing: 100-150Mreads/sample

10 PROTEOME ATLAS (IPA)

- Covers virtually every IO protein target in the world’s largest IHC-
compatible antibody catalog-Abcam

- 570+ protein targets across cancer, metabolism, infectious disease,
organ transplant, epigenetics, autoimmunity, and post-translational
modifications
< i ; ' - Comprehensive coverage of the Hallmarks of Cancer, across 77

. ’ functional pathways

Gaopy DSP - Ability to add up to 40 of your own protein targets




nanoString GeoMx™ Digital Spatial Profiler

GeoMx™ Protein Assays for NGS

m Oncology m Human Protein Core for NGS

+ o+

+ 4
+ 4
+ 4
+
+ o+ 4
+ o+t

Human

Protein Core

for NGS*

Immune Cell
Typing*

Immune
Activation
Status*

10 Drug

Target*

Pan-Tumor*

Cell Death*

MAPK
Signaling*

Includes markers for immune
cells (CD45), proliferation
(Ki-67), antigen presentation
(B2M), and vasculature (CD31),
and the controls needed to run
any GeoMx DSP experiment.

(D45
Ki-67
Beta-2-microglobulin

b3l

Human Protein Modules for NGS
Compatible with lllumina Systems

Includes key immuno-oncology
targets and markers of immune
cell types, including T cells, B
cells, macrophages, NK cells,
and stroma.

Includes additional checkpoint
molecules and other markers
of activated or memory T cells.

Includes drug targets in
development within the
immuno-oncology space,
including checkpoint molecules
and metabolic mediators of
immune function.

Includes markers for detecting
EMT or cells of epithelial origin,
and an expanded set of targets
for detecting specific tumor
types, including ER+/HER2+
breast tumors, hematopoietic
malignancies, and melanoma.

Includes protein mediators
of immunogenic and
programmed

cell death.

Includes key proteins involved
in MAPK signal transduction,
and phosphorylated protein
products that measure
pathway activation.

CD20
(D3

(D4
CD56
(D8
co27
D25
(D80
ICOS
PD-L2
4-1BB
LAG3
0X40L
Tim-3
VISTA
MARTI
NY-ESO-1
Bcl-2
EpCAM
Her2
BAD
BCL6
BCLXL
BIM
Cleaved Caspase 9
BRAF
p44/42 MAPK ERK1/2

Phospho-p44/42 MAPK
ERK1/2 (T202/Y204)

Phospho-c-RAF (5338)

Rb 196

Ms 1gGl
Ms lgG2a
Histone H3
6

GAPDH

GIMB
FOXP3
(D34
CD66b
Fibronectin
CD44
(D27
PD-1
PD-L1
CD45R0
B7-H3
DO
STING
GITR
CTLA4
PTEN
ER-alpha
PR
PAN-CK
SMA
(D95/Fas
GIMA
NF1

p53
PARP
pan-RAS
EGFR

Phospho-MEKI
(S217/5221)

Phospho-p38 MAPK
(T180/Y182)
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nanoString GeoMx™ Digital Spatial Profiler

oncolo Human Protein Modules for NGS
2 Compatible with lllumina Systems

Phospho-AKT1(S473) Pan-AKT
Includes key proteins Phospho-GSK3B (S9 MET
involved in PI3K-AKT 03pho-GSK3B (59)
PI3K/AKT signal transduction, and Phospho-GSK3A (521)/
+ + + Signaling* phosphorylated protein Phospho-GSK3B (S9) INPP4B
roducts that measure
ety activation Phospho-PRASA0 (T246) PLCGI
Phospho-Tuberin (T1462)
HLA-DR CD11b
Includes proteins expressed CDIlc CD14
by myeloid cells generally or
+ + + Myeloid* specific subsets, including CD40 ARGI
macrophages, dendritic cells,
and microglia. (D163 (D39
CD68
ATG12 LAMP2A
o ) ATGS LC3B
Includes proteins involved in
+ + + Autophagy*  the regulation and process of BAG3 P62
tophagy.
sutophagy GBA TFEB
HSC70 VPS35
MAP2 [BAT
Synaptophysin P2ry12
Neural Cell Includes re[evant markers of
+ Tvoing® neurons, oligodendrocytes, GFAP TMEMN9
yping astrocytes, and microglia. ) ) )
Myelin basic protein NeuN
Neurofilament light Olig2
Amyloid Precursor Protein APOE
Includes proteins and protein )
Alsheimers  Products that are associated Amyloid-Beta 1-40 P2RX7
+ Disease with Alzheimer's pathology Amyloid-Beta 1-42 Tau
Pathology* gnd r|§k inthe ||teratqre,
including beta-amyloid, Tau, Phospho-Tau (S404) Tdp-43
and ApoE. o
Phospho-Tdp-43 (5409/5410) Ubiquitin
Includes proteins and protein ADAMIO PSENI
—— products that are associated BACET Phospho-Tau (T231
Alé?seéamszrs with Alzheimer's pathology 2 (123D
+ Pathology and risk in the literature, IDE Phospho-Tau (S396)
Y including increased coverage L
Extended (L yted Tauand Neprlsi Phospho-Tau (5199)
amyloid processing proteins. NRGN Phospho-Tau (5214)
Alpha-synuclein FUS
e Includes proteins associated Apoh-| LRRK2
Parkinson’s with Parkinson’s pathology
+ Disease and risk in the literature, Calbindin Park5
Pathology* including several Parkin genes
= and alpf?a-synuclein. . Phospho-Alpha-synuclein (5129) Park7
Tyrosine Hydroxylase PINK1
C4B Mertk
Includes key markers of all D9 Vimentin
Glial Cell glial cell subtypes, including
+ Subtyping* microglia, astrocytes, and CSFIR Clec7a
oligodendrocytes. CTSD Empl
GPNMB 51008
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nanoString GeoMx™ Digital Spatial Profiler

GeoMx™ Protein Assays for nCounter

> 140 targets for cancer and > 75 targets for

immunology neuroscience
Immune Cell Neural Cell
Profiling Panel Profiling Panel
10 Drug AD Pathology
Target Panel Panel
Immune Activation PD Pathology
Status Panel Panel
Immune Cell Alzheimer's Pathology
Typing Panel Extended Panel
Pan-Tumor Autophagy Panel
Panel Panel
MAPK Signaling Glial Cell
Panel Subtyping Panel

PI3K / AKT Signaling
Panel

Cell Death
Panel

Plus > 6,000 antibodies for custom conjugation from Abcam

GeoMx™ Protein Assays for nCounter

Immuno-Oncology Neuroscience
Immune Cell Profiling Neural Cell Profiling
Protein Cores 18-plex 20-plex
Human/Mouse Human
10 Drug Target Alzheimer’s Pathology
Protein Modules 6-10-plex 10-plex
Human/Mouse Human
Immune Activation Status Parkinson’s Pathology
8-plex 10-plex
Human Human

Custom Modules

Immune Cell Typing
7-plex

Human

Mouse*

Pan-Tumor
9-plex
Human
Mouse*

Cell Death

~10-plex

Human*

PI3K/AKT Signaling
~10-plex

Human*

MAPK Signaling
~10-plex

Human*

Available
Immune Pathways

Alzheimer’s Pathology 2
~10-plex*

Autophagy
~10-plex*

Glial Cell Subtyping
~10-plex*

Available
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nanoString GeoMx™ Digital Spatial Profiler

GeoMx™ Protein Assays for nCounter

Gene list in Immuno-oncology protein panels

<HUMAN PANEL>

Immune Cell Prof

g Panel 10 Drug Target Panel
Core Human Protein Module

Human Prote
Beta-2-microglobulin D3 CD56 CTLA4 GZMB PD-1 4-1BB LAG3
CD1lc CD4 CD68 Pan-cytokeratin HLA-DR PD-L1 ARGI1 0x40L
CD20 CD45 CcD8 Fibronectin Ki-67 SMA B7-H3 STING
Ms IgG2a Histone H3 GITR TIM-3
Ms IgGl S6 IDO1 VISTA
Rb IgG GAPDH
Human Protein Module Human Protein Module Human Protein Module
CD127 CD80 BAD GZMA Pan-AKT Phospho-GSK3A (S21)/Phospho-GSK3B (S9)
CD25 ICOs BCL6 NF1 MET INPP4B
CD27 PD-L2 BCLXL p53 Phospho-AKT1 (S473) PLCG1
CD40 BIM PARP Phospho-GSK3B (S9) Phospho-PRAS40 (T246)
CD44 CD95/Fas Cleaved Caspase 9 Phospho-Tuberin (T1462)
Human Protein Module Human Protein Module Human Protein Module
CD14 FAPalpha BCL-2 NY-ESO-1 EGFR Phospho-MEKI1 (5217/5221)
CD163 FOXP3 EpCAM PR pan-RAS Phospho-p38 MAPK (T180/Y182)
CD34 ER alpha PTEN BRAF Phospho-p44/42 MAPK ERK1/2 (T202/Y204)
CD45R0O HER2/ERBB2 S100B Phospho-c-RAF (S338) p44/42 MAPK ERK1/2
CD66b. MARTI Phospho-JNK (T183/Y185) Phospho-p90 RSK (T359/5363)

<MOUSE PANEL>

Immune Cell ng Panel 10 Drug Target Panel Immune Activation Status Panel
Mouse Protein Core Mouse Protein Module Mouse Protein Module

CDle cDsa PanCk LAG3 VISTA CD127/IL7RA CD44
0ox40L B7-H3 CD27 CD86
MHC I CD19 CTLA4 SMA
Tim-3 GITR CD40 Icos
CD1lb CD3e Fibronectin CcD40L
Ki-67 cD4 GZMB Immune Cell Typing Panel Pan-Tumor Panel
Mouse Protein Module Mouse Protein Module
F4/80 s G-l o4 Ly6G/Ly6C IFNGR GFP
Rb IgG Histone H3 CD163 BatF3 Epcam Pmell7
CD31 CD28 S100B Her2
RtlgG2a S6
CD34 ER AhR
Rt19G2b GAPDH FOXP3 AR

Gene list in Immuno-oncology protein panels

<HUMAN PANEL>

Neural Cell Profiling Panel AD Pathology Panel PD Pathology Panel AD Pathology Extended Panel
Human Protein Core Human Protein Module Human Protein Module Human Protein Module
SYP

Amyloid-Beta ~ Phospho-Tau
Clio2y pen2ny2 1-40 (5404)

CD68 ApoAl Park7 Phospho-Tau (T231) PSEN1

Ma BAI ca0 Twewng ATYIRLBeta PROSBOTORSS  capingin  PROSRROSNCAphospho-Tau(s396)  NRGN
CDNb GFAP CD45 APOE Tau FUS PINK1 Phospho-Tau (5199) Neprilysin
MAP2  MBP  NEFL APP Tdp-43 LRRK2 SNCA Phospho-Tau (5214) IDE
Ki-67  NeuN  CD31 P2RX7 BB Parks TH ADAMIO BACE
cDl6s  $1008  CD39 Human Protoln Module © uman proteis Modle.

Ms IgG2a Histone H3 ATGT2 HSC70 Lc38 caB cTsD EMPI
Ms1gG1 s6 ATGS LAMP2A P62 oo GPNMB cone
RbIgG GAPDH BAG3 TFEB CLEC7A MERTK

cBA VPs35 CSFIR Vimentin

<MOUSE PANEL>

Neural Cell Profiling Panel AD Pathology Panel PD Pathology Panel AD Pathology Extended Panel
Mouse Protein Core Mouse Protein Module Mouse Protein Module Mouse Protein Module
MBP SYP

cofb  CD4s il PhOBIoN Y apoar  PROSRROSNCA  Neprilysin p-Tau (5199)
CDIE3  GFAP  NEFL TMEMN9 APOE Tau Calbindin PINKI BACET p-Tau (5396)
D31 IBAI  NeuN  CD68 APP Tdp-43 LRRK2 SNCA IDE p-Tau (T214)
CD39 Ki-67 Olig2 MHC Il P2RX7 UBB Park5 TH Neurogranin p-Tau (T231)
D40 MAP2  S100B Park7 PSENI
Mouse Protein Module Mouse Protein Module
Rb 19G Histone H3 ATG12 ULK1 Lc3B D9 GPNMB SPPI
Rt IgG2a s6 ATGS VPS35 P62 CSFIR ITGAX Aldhii
24 Rt IgG2b GAPDH Beclin-1 TFEB Ctsd Mertk

PLA2G6 BAG3 Vimentin MSR1



nanoString CosMx Spatial Molecular
Imager(SMI)

Advancing From scRNA-seq to Spatially-Resolved Single-Cell

Ciall-eall
Call-typs Coll-lype genes Coll-type map intoraction
clystars ) > I

FMA-dg "Ll psan

CosMx

Product Features

LI AEZIOAM JHES CosMx Spatial Molecular Imager(SMDE £2 dllAHE(Single cell, sub cellular level £4),
high plex (>6,000 RNA, 64 Protein) 24 -7|&0| ==l multiomics spatial 24 7ts ot &H|

S TH|E 0|85t0] MRS TIdle 22 o &ol £210|=0i|A RNA, Proteindi Ciet 240| SA| 7ts

FFPE, FF, Core needle biopsy, TMA ZZ| 5 L5t MES 0|8310] AH Jts

300mm?0 siEst= ZEITIX] full slide scanO| 7Hs38HH 24 8t1X} 8H= regiong FOVZ X|Hst0] M2 Tltst 22
Single cell 22 sub cellular levelZ£ segmentation0| 7Hs5t0d £t M| A X|cf 600071 SHXt, 647K THEdElof
CHet 240| 7ts

EMSIIXt Sh= region0f| M XX B CHElEl o] Hisi2t B OFL|2t cell typing/cell population 24, Neighborhood
cell clustering, Phenotyping of the tissue microenvironment £40| 7t5 t22 7|Z9| single cell RNA

seq WHE 0|85t0] =8 & AH real time Spatial 2 71350| 7Hs

Machina learning (h
{ 1 &l &6

pre-frained Cellpose
natwork modals

Cytoplasmic modeal output
AT T e T .

lissua

images
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Als] e al AlS

M3 2lE| o A ap
gt 4= QO mature cyclic in situ
|83t of MYt DXt Sh= MAH| £2t0|=0f

8510 2MSI0X} SH= tissue

- CosMx Spatial Molecular Imager(SMDAE2 RNA, Protein0f| CHsH A& S T
S0

hybridization chemistry2t ultra-high-resolution imaging readout 7|&2

CHSF full scanning2 ZI&HSHL interactive data analysis®t visualization softwareE 0|
region Ol single cell/sub cellular level2 R} 5! HEHZEOf| ChEt 24 5! cell typing S2f CHS 2410| 7Hs
« QEX} Gl AR 249 020 moleculeS 0|83 16 cyclef| in situ hybridizationz} read out2 3l target RX XIS}

EHUTO| CSt WS MAIZIOE Hys

<>fziaxw._ i = e
:J N jear” ) ety | [t | "\; |
o) o) Nod ol . et
- Hst X} oh= =2 £210|E= manual Y#E 0|8310 permeabilze, fix, target retrieval 182 A =
SEA/EHH specific 3 probeS X0l in situ hybridization A1711 0% flow cell Zafet 25 s2to|=s

CosMx SMI ZHH|2 87! = full automation IS E3lf targetol| Ci$t read outS I

lo SAMPLE PREPARATION lo INTEGRATED READOUT lo INTERACTIVE DATA ANALYSIS

Permeabdlize,  Hybsidization of RiA
Tia, retrieve soecitic prohsy Flow cedl
Eiambly CoRMI S e

Eargeld and nlibodied

Compatible with fermalin-fixed Robust in situ hybridization Cloud-based scalable computing
paraffin embedded (FFRE) and frash chamistry and readout and storage with Interactive data viewer

frozen (FF) tissues

L
léiiii

- H|0|E| 242 cloud based serverE Edfj Xz
B cell typing 9| it H|0|E 70| 7t

S o,
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Result & Data Analysis

- Cloud based serverg Edll 240| 7ts3HH Al 7[8t2 & Single cell 22 subcellular segmentation2 &
S04 Zt2to| MZZof|l A R I THEH Ao Hoit Mol Jts

- 2MSL0XL 6= region2 FOVE K™Y AR X|HEl regiondl| ZEHEl Cell typing, cell-cell interaction,
cell discovery £ Ctefst M b =20| 7ts

First Spatial Multiomics: RNA, Protein Together Reveal True Biology

6,000-plex RNA

Delivers multiple-layer
information

Cell typing
Cell segmentation
RNA expression

» Protein expression

FOR RESEARCH USE ONLY. Nof

[UMAP] [PCA] [Heatmap]

Application

1) RNA Application 2) Protein Application

« Human Discovery Panel : « Human Immuno-oncology: 64 plex
6000 plex RNA « Mouse Neuro Protein : 64 plex

- Human Universal cell characterization : - Full Custom

1000 plex RNA

« Mouse Universal cell characterization :
1000 plex RNA

« Mouse Neuroscience 1000-plex RNA

« Human Immuno-oncology :
100 plex RNA

. full custom
27
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TissueFAXS Cytometry=® Spatial Biology®2| H{Z2

EHAlSHM 2

TissueGnostic Workflow - Tissue Cytometry

TSA multiplex staining

4B
= oCE -'-‘:-ﬁ

TSA mIHC Assay Kits

Spectral Unmixing

Whole Slide Scan

.

TissueFAXS Spectra

Segmentation - single cell level

Gating

Target cell identified

StrataQuest

Academic Research

Translational Medicine

)

Clinical Application

)

A4

A4

A4

Whole Slide Images G\/y Analysis

Chromogenic, fluorescent, Spectral
and 3D Structure Imaging
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xto| &2lo|=0f|A| %|cH 107}X| MAtO 2 marker 2'HO|
%"1 TSA Multiplex IHC Assay Kits

Product Features

- Z|C 1008Hel 1L T

- BE HZol S| M Tts

- O 22, o 32 XI&E= dddl=

- IXHEH AR A

- 189 S2t0[ 201 M X|CH 107HA] Mo = Ot & ;

I R B

TSA Dyes List

. Photo- - - Ex.(nm)/

TSA Dye Brightness sensitivity Heat Stability pH Stability Em.(nm) Ref.FL *
TG420N ok ok ok ok 405/420 AF405 “N’
TG440N >k ok ok ok ek ko ok ke k 362/436 AF350 2'
(]
TG520N *okhk *kk *okk *okk 488/519 £F488/ c
pal520 ©

AF514/
TG540N *okkk >k k falabobel lalalall 517/539 Opal540 o3
- &

AF555/
TG570N ok ok *okkk Aohokok 555/570 Opal570 9
AF594/ o
TG620N >kk ok >k Kk >k Kk Hkk ok 594/615 Opal620 E
TG650N Hokkok Fokokkok Fokokok Hodkok ok 633/655 Opal650 3
AF647/ P
TG670N okhk Fokhkk Fokkk *okkk 650/670 Opal670 (@)
TG700N —— N - *okkk 682/702 Opal690 g
TG540S *k ke ke ke ok ke ke ok ke ke 405/540 / 7,
v
TG660S *x FA kK FAhk Kk Kk 500/660 / I:

Nuclear Dye Dilution

DAPI *khk Kk kk * Kk k 360/460 1:500
TG470SN >k ok ke ke k * ek 450/470 1:200
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TSA Staining Workflow

Multiplex Staining Cycle

!

. . Anigen Retrieval . .
Slide Preparation S e rosEe » Blocking » Primary Ab.

. Remove non-covalent .
Mount slides S —_— Tyramide dye ‘ Secondary Ab.

10-color TSA FFPE Kits A2 0

y CK19
FOXP3
E HLA-DR
5 B cove:
S . -
- . -
5 [ Jeow
whd
£
o Product Information
whd
5' TSA Dyes Kits
(o)) TSA Amplification reagent (7|E'H dye =& HZ 7HsELICL)
= Amplification diluents buffer
7
7]
= Cat No. 3 HIZZH (TSA dyes) HZg
TGT4C50 50ul
* TG520N, TG570N, TG670N, DAPI 4-color TSA dyes
TGT4C100 100ul
TGT5C50 s0ul
* TG520N, TG570N, TG620N, TG670N, DAPI 5-color TSA dyes
TGT5C100 100ul
TGT6C50 50ul * TG520N, TG570N, TG620N, TGE50N, TG7OON,
DAPI 6-color TSA dyes
TGT6C100 100ul
TGT7C50 S0ul * TGA4ON, TG520N, TG570N, TGE50N, TG700N, | o\ o
1GT7C100 100Ul TG660S, TG470SN Y
TGMST850 S0ul * TG440N, TG520N, TG540N, TG570N, TG620N, | o .\ oo\ o
30 TGMSTS100 100Ul TG650N, TG700N, TG470SN v




TGMST950 50ul
* TG520N, TG570N, TG670N, DAPI 9-color TSA dyes

TGMST9100 100ul

TGMST1050 50ul
* TG520N, TG570N, TG620N, TG670N, DAPI 10-color TSA dyes

TGMST10100 100ul

TSA mIHCAssay Kits

TYE:

« TSA Amplification reagent (can change the dye combination on demand)
« Amplification diluents buffer

» Antigen retrieval buffer (or Stripping Buffer for frozen/cell slide)

¢ Mounting medium

« Peroxidaseblocking solution

¢ Primary antibody

Cat No. 3 HIEHH (TSA dyes) H=H
TGT4CS 50ul )
* TG520N, TG570N, TG670N, DAPI FFPE 4-color TSA
TGT4C100 100ul mIHC Kit
TGT5C50 50ul )
* TG520N, TG570N, TG620N, TG670N, DAPI FFPE 5-color TSA
TGT5C100 100ul mIHC Kit <
()]
TGT6C50 50ul * TG520N, TG570N, TG620N, TG650N, TG700N, = FFPE 6-color TSA ;
TGT6CI00 100ul DAPI mIHC Kit =
TGT7C50 50ul * TG440N, TG520N, TG570N, TG650N, TG700N, | FFPE 7-color TSA %
TGT7C100 100ul TG660S, TG470SN mIHC Kit o3
TGMST850 S0ul * TG440N, TG520N, TG540N, TG570N, TG620N, | FFPE 8-color TSA o
TGMSTS8100 100ul TG650N, TG700N, TG470SN mIHC Kit -Iq-;
TGMSTO50 s0ul * TG440N, TG520N, TG540N, TG570N, TG620N, | FFPE 9-color TSA g
TGMST9100 100Ul TG650N, TG70ON, TG540S, TG470SN mIHC Kit o
>
TGMSTI050 50ul * TG440N, TG520N, TG540N, TG570N, TG620N, | FFPE 10-color TSA O
TGMSTIOI00 100l TG650N, TG700N, TG540S, TG660S, TG470SN mIHC Kit )
=
0
n
-
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TissueFAXS Cytometer

Product Features

- Whole slide Scanning for bright field, Fluorescent, 3D
structure, and multi-spectrum

- Al-based tissue classifier for recognizing tissue structure

- Interpret your tissue images into FACS language

- 05t 940|F £210|= o|0|F

- C}& £210|= 120% A5 o|0|H

- FISH, CISHEA

« ZELHEO| JHEMEZX] I 2 mH2hR A

- X% B2 0l4) BFEA

« TME(Tissue Microenvironment)&A

« CME(Cellular Microenvironment)&24A
- O AHEH J4 2|5 Avrdd U ST
- g AHEHHRH(Spectral Unmixing)

- 2fo|E & o|0|E

- High Content Phenotyping

TissueFAXS Configuration

&
N
> Models Histo Fluo Plus Q+ Spectra iPlus
(]
c
(0]
(.1 BF Thick sample/ .
| - Applications BF FL + 3D structure, Multiplexed .IF.’ Living Cell
o FL Confocal Spectral Unmixing
wid
£
(o)
'; Standard: 8 Slides (76 x 26 mm)
§) 4 Double-Size Slides Standard
Slide Capacity 2 Four-time Size Slides 8 Slides
g 1 Extra Large Slide(76 x 208 mm) 6-384 wells plate
"0 Option: 120 slide loader
i
| .. - . up to6 positions,
Objectives Up to 7 positions, capable of 100 x oil lens capable of 100X
FL
Channel 0 9 9 6 10+1 9
Z-stacks Max, 40 layers
Pluse, Plus,|Plus,
Upgrade Q+ Q+, Q+, - - Q+
Spectra | Spectra | Spectra
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TissueFAXS System

- ZeissPO|Z 7[UIOR ARER

Y(YY == £Y), U=

SHYLIE MEH7ts, MR 910

#|0| = JH5(StrataFAXS Il H[2])

StrataFAXS Il

TissueFAXS Histo

TissueFAXS Fluo

« IHC £210|= 2% A,
CHEA= 171, MAIZE AE[H
O AFESH7| 219

Qi gl Ha|nKof|

sh
=

Nl

- IHC &2to|= 8% A7

- 8 Sato|c 8 A

TissueFAXS Chroma

TissueFAXS Spectra

TissueFAXS SL

TissueFAXS Q

B 2et0|C 87 A%

Crosstalk free gHETHA
LERE
- ZHAQl 8xid o0&

oo

« IHC X @& &2to|= 8% AM

« Crosstalk free scan

+ 420-730nm IO}EHE AZH 5l
Spectral Unmixing 7|522
At7bed 2 vix| % dye?t cross
talk XA

«TIL (Tumor infiltrating
Lymphocyte), 5 =ZI0|A|
stA o Mg

« Auto Slide Loader option
« BE37|120% &210|=

- U8 A Sl 3|FELHME

+ IHC @& &2f0|= 8% AZM
« Spinning disk confocal

- S22 Z% 9l £ Z% o]0 Foj &g

b S
()
N
>
(]
c
(0]
-]
b S
()
)
Q
£
(o)
)
>
O
()
=
(7))
o
-
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Image Cytometry Analysis Software

_— .
» . a
] ) -
Bt L TR
i pante e 2 Lo .
ot T e ¥
T -
[, o5 * R
[ T T

!l-& _‘
TissueQUEST HistoQUEST

HEYH =

StrataQuest Histo HA|OF £210|= O|0|X| 24 5l HMKZ|, AIRA 3 AppAiA

StrataQuest Fluo "2 &2to|= o|0fX| 24 5l HAK 2|, AIRA 2 AppMA

StrataQuest Plus HAIOF 5 dEt&2t0|= o|0|X| 2M 8l FAK 2|, AIRA Sl AppAd

XM 7|50 742l AppE & 587HX|7t US
https://tissuegnostics.com/products/contextual-image-analysis/strataquest-apps

HistoQuest”|s : IHC2, IHC3

TissueQuest?|s: IF2, IF3, IF4

StrataQuest App

HistoQuest FHA|OF £210| = O|0|X| 24
TissueQuest o2k 210l o|O|X| 24

Cytometry2ZEQI0| 7|27|5 : ZRIG LS| 7HE MZE QIAISH T RMEEM (FACS)XME Scatter Plote| Gate?|s22

BUMEE MESHH O =& L s MESFO| 21kAt 8l 9|X|E mefe = S

- Scatter Plot =0fl= AH@E A|2'd Z= % e QUK 187K E MBS & JESLICE (area, mean intensity,
sum intensity, percentile, perimeter 85)

- REH MO JHH MIZE OFRA 22I5HH Scatter PlotAle] 2|X|E EAISI MEZEMS mtefet 4~ QIELIC.

- LIt EX|XF EME CHEGatingS 285t0] At ZEILY MIZL|X|E 2helgfL|Ct.

L
Q
N
=
]
c
(o]
o3
L
Q
whd
[
£
()
whd
>
O
)
=
7
L
-
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Single-cell Analysis
VTN
= H, h.". i" * ._--.‘

¥ I- it ‘-‘11

a by

Nuclei Segmentation Cytoplasmic Identification Membrane Detection

IHC & FL A&

C| Ed OITII E
X2 Al AZE REAH0IE. TMA 2 HiRHES7|

Segmentation Methods

« Nuclear Segmentation

- Nuclear Segmentation Deep Learning
- Total Area Measurement

- Dot detection

- Membrane Detection

XS M3HE|o] M

Z%| Region / ROI X|8 ZHRAS NS Z X|FotLt AFEXIIt #loh= £91E =522 ROI XY += Ut

O} E&= eventOf [zt 187 7|& Ti2to|E oA X|H 5t
(712 Average Intensity vs Area) AFE E2 Sl S|AETYHOZ FA|BIL|CE,

. Z stack ¥ timelapse HI0|E £

7|2 mi2tolg

.
o
N

2>
©
c
©

o3
-
o

wid
)
£
o

b
P

O
[
=
7]

Iﬂ

-

Area, Mean Intensity, Minimum of Intensity, Maximum of Intensity,
Range of Intensity, Sum Intensity, Percentile, Percentile-Lower Mean,
Percentile-Upper Mean, Variance of Intensity, STD of Intensity,
Equivalent Diameter, Perimete, Compactness, Eccentricity, Minimum
Width, Maximum Length, Feret Ratio
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Backward connection : A7HE Z20f X"t HHo| MZZE 0|0|X| 40|
CI2 MOZ FA|
Forward connection : O|0|X|AQ| JHH M|ZEE Sel6H A SZM0|AM T EA|

- QY MHEH|IWL S

Hiole HE

- Cllo[E] MEH|2 =

, GA AINEHER S8 pdf, csy, tiff SQE AUATLESH

L
Q
N
=
©
c
©
-]
L
Q
whd
]
£
O
L d
b
o
Q
=
0
Iﬂ
-
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StrataQuest

Product Features

Import
- EARY  BAOF I HTHA

< AEGA  ZR|E2H0|E, TMA, HIZM|ZZ, Smear S

{4 single-cell 2M AT EQ0] (IF & IHC App) : TXIFA0A THAMEE x}5 7E 3l Mt
- Deep-learning nuclear segmentation

- & YOOl HluE

- Image crops feature for scattergrams

- Z-stack and time-lapse analysis

- 20t 20N pdf, HIO|= csv & 0[O|X] tif, png & &
HAlzd X122 7] 2 meta-structure detection

oH2HA FX|LH MM

s e e 2E MES ZF

. Tissue microenvironment £41 3l Z7tx 2

Spectral unmixing

Custom App : #i5H= HER EALALE 74010 AppQE XFo10] RS A
- 5001 7txle] BEEA App
- C¥3t YuTRE| B4

Deep Learning Nuclear Segmentation

M|ZL7t =top 8 20| EX| o2 ZE| (6| HE YRR E= S L F
M BRIt 23%Is A2 S DNN (Deep Neural Network)E &%}
0] segmentation & £ Q&LICEH

.
o
N

2>
©
c
©

o3
-
o

wid
)
£
o

b
P

O
[
=
7]

Iﬂ

-
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TR SITPUE-LN

Tumor Immune Microenvironment

- Distance mapping
UXRIOZHE| HE| HE HAM IO EXE H|TSI0 T cell infiltration A2 ZHESIMIR.

PD-L1+ dendritic cells in the tumor microenvironment correlate with good prognosis and
CD8+ T cell infiltration in colon cancer Cancer Sci. 2020 Dec 20

AN
# o,
# 3
e
DISTANCE DISTRIBUTION
In red: POL1 CD4
CD4+ lymphocytes 50-100 pm =
away from tumor border " \
.
= n \ 5
! ,
In red: N
CD4+ lymmphocytes 1-25um u }___h

away from tumor border

[ e} 4 B JA A EEE e

- Cell Connectivity Analysis

EF HAMNZZRE LFEAH2| Lol U= LMZE =5 KEISIH HAM S| B F TS mporet o= AELICE o2 O A= triple

O -1

negative vreast cancer ZZ0|A CD20+ M|Z7} 50um O|LiS| LM EHE KHES) St SLICE.

The spatial dynamics of the human tumor immune microenvironment (TIME) EACR
Congress, June 2021
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Hismbher ol Connechbion: io Cancer Celly
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App

Custom App : S&24 5L YEAE App TUZ MYSI0] =20 22{AM AEE 4 ASLICH

J
1
[
i
L}
1}
v esdSy
- LR ]
i
s ]
[}
i
i
+
v
"
———— 1
‘
—— —

EEFE App : Chdet 7159] App2 M2 HSsto] 2R Al FoKsto] 248 4+~ ASLICH

b S
()
N
>
(]
c
(0]
o3
b S
()
)
Q
£
(o)
)
>
O
()
=
(7))
o
-

Ao Catagary |
T
- |
4 - 5
-, e T
b
IHC Immune Status in situ IF Tumor Foci Angio IHC ANGIO IF RETINAL VASCULATURE  CARDIO CELL CULTURE DOTS RNA SCOPE IHC MACROPHAGES IF LEISHMANIASIS

IF CELLULAR
BONE MINERALIZATION TUMOR FOCI BONE VON KOSSA LIPID DROPLETS IF CYTOSKELETON IF MEMBRANE MICROENVIRONMENT IF SPHEROIDS
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Novogene NGS Service
Nevogene

Global Coverage and Lab Network

Novogene Netherlandg 2011 Beijing HQ
e, .o

2014 Tianjin research
and CAP lab

e —— e 1

2014 Novogene UK]| | -

> - k- e
== = ..‘ —~ Novogene Japan K.K.
2014 Novogene USA| - ) s .
2016 UC Davis Lab N 2017 Nanjing lab

2018 Cambridge Lab 2016 NovogeneAIT
= i
S 2016 Singapore Lab :
- 2013 Novogene Hong Kong

Novogene2 Z|4I NGS 7|2 U HEHS Z& MA Z|cHe] 22 NGS AMH[A KIS LM QLICE

- lllumina, PacBio, Oxford Nanopore %Al 7|&2 At

- Fully automation system (Falcon)2 Sdfl H&tT, ME|M &2 0|5 AAt B X2| A|ZH2kA

- ¥7t280,0007H O|Ato] Human WGSE NE|& 4= Qe 41 HEE 7|5 B8

- HAHSH EZ 222 E3t High data quality (Q30>80%, exceed lllumina’s official benchmark) 2%

Project workflow & Advantages

ﬂ Sample QC
i Sample 1y Q/Q X Library > £ S nin Ly Bioinformatics
Preparation @\E}/i Preparation “{%, equencing Analysis

- NEBNext, lllumina library kitE AF2$t high quality, high yield 2t0[E2{2| AiAt
- 39| quality check: Sample QC/ Library QC/ Data QC

« In-house pipeline2 AF2%t standard analysis MH|A XS

=20 £2t 7k5%t figure MS

2 Turnaround time

]

-:>[< Library QC

)
=
>
S
o
()
0
O
Z
)
=
)
o
o
>
o
Z

Research service

Target species: Human, Animal, Plant, Bacteria etc

Genome Transcriptome Microbial Epigenomics
« Human/ Plant & Animal - mRNA Sequencing - Shotgun Metagenomics » ChIP Sequencing
Whole Genome Sequencing - Non-coding RNA Seq - Amplicon Metagenomics * RIP Sequencing
« Human/ Plant & Animal . Isoform - Full length 16S * Whole Genome Bisulfite
De novo Sequencing - Whole Transcriptome Seq - Microbial De novo Sequencing (WGBS)
+ Whole Exome Sequencing - Microbial Resequencing * Reduced Representation
Bisulfite Sequencing
(RRBS)
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Novogene NGS Service

N @vogene

Genome Sequencing

Services:

Whole Genome sequencing
« Human Whole Genome Sequencing

- Animal and Plant Whole Genome Sequencing
- Microbial Whole Genome Sequencing

Target Capture sequencing (Exome/Target region) _
. Human Whole Exome Sequencing ' n

+ Mouse Whole Exome Sequencing § y - sl

IVEEAARA |
- Target Region Sequencing [
« Clinical Whole Exome Sequencing

De novo sequencing
- Animal and Plant De novo Sequencing

- Microbial De novo Sequencing

Platform:

NovaSeq 6000, NovaSeq X Plus,

PacBio Revio System, PacBio Sequel Il/lle System,
Nanopore PromethlON

Transcriptome Sequencing

Services:

Eukaryote
- MRNA Sequencing

- Non-coding RNA Sequencing
- Long Non-coding RNA Sequencing
- Small RNA Sequencing
- Circular RNA Sequencing

- Whole Transcriptome Sequencing
- Isoform Sequencing

(U]
D
>
S
(V)
(7))
7))
O
Z
()
c
(]
(o))
o
S
o
Z

Prokaryote
- Prokaryotic RNA Sequencing

- Metatranscriptome Sequencing

Platform:
NovaSeq 6000, PacBio sequel Il/lle PacBio Revio System
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Novogene NGS Service

N @vogene

Metagenome Sequencing
Services:

« 165/18S/ITS Amplicon Metagenomic Sequencing
- Shotgun Metagenomic Sequencing

Platform:
NovaSeq 6000, NovaSeq X Plus,
PacBio Revio System

Epigenome Sequencing
Services:

- Whole Genome Bisulfite Sequencing (WGBS)

« Reduced Bisulfite Sequencing (RRBS)

« Chromatin Immunoprecipitation Sequencing (ChlP-seq)
« RNA Immunoprecipitation Sequencing (RIP-seq)

Platform:
NovaSeq 6000

]
u m . . . .
~ NovoMagic-Online RNA-seq Bioinformatics Tool
|
3 Features of NovoMagic
o 2
N 5.

g Free for mRNA-seq Integrated with Customer 17 customized data Easy production of
()] bioinformatics analysis Service System (CSS) analysis tools publication-ready figures
o
3 Toolkits of NovoMagic
Z . B I8 e

S “ ol o "

et
L=
-

i

4 50

ErE R T
=5
LELm T

e

[

|
|
|
|
a
1

And more...
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ScaleBio™ Single Cell RNA Sequencing Kit

Description L S C AI E
ScaleBioAte] Single Cell RNA A& A 7|EE AM2SHH 1EZ!| Single Cell .':. ) - .
Transcriptome LibraryZ 4443t & QIELICE siY 7|ES M3 MZ 18 CHAloff 72 DIOSCIEI'ICES
AF23HH tHl Alsiof A 96712] A|IZE2EE £|CH 500,000702] MEZE '

Do o 4~ JUELICE

ek &g

Product Features

* Sample Compatibility
Fixation-compatible workflow, for both cells and nuclei, with storageup to 6 months.

e Cell Throughput
Process 125,000 cells or nuclei per run, or up to 500,000 cells or nuclei per run with
Extended Throughput Kits.

* Sample Multiplexing
Up to 96 samples per run

* Unique Combinations

Generate >3.5 million barcode combinations with three levels
of indexing, while maintaining a <5% doublet rate

Single Cell RNA Sequencing workflow

Fin Cells o] il 2 Sl 3 Pooled Litwary
CLEre U 80 & Iindeed Beverse Transcnption indered Ligation indemed PCH Beacty for sequencing
matha it -B0C o
L ] - ol . —— By 0 =i —
iﬁ (1]
L ] - [ ] -
00 = L
|
& = L] — [ ] —e = é
O
(79)

Extended Throughput Kits for increased cell throughput

Fixation Spiit 1- Indexed Rewmse Spiit F indawed Ligation Epdit 3: indexed PCR
Trnnsenpticn

Iﬂ:l SOEEAASNEES
3

8

-
sEBeaBES

-
-
-
-
-
L ]
-
L
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ScaleBio™ Single Cell Methylation

Description

ScaleBio2| T MIZ H|Ea} 7| E= T MEO| HEst &4 ZA4S flet
A x9| MEotEl EFH F|EYLILE. = F|ES AHESHH £=2F 7H2| M| ZL0j| CHSHO
TH M =FO| HEst YEE T2mUlst = oM, IO £7 Hat 2] A0IA

Highlights

* Maximum Scalability LU
Profile single-cell methylation states across tens of thousands of cells =

« Utmost Flexibility
Adapt sample collection, storage, and transport to process samples on your own time

* Powerful Chemistry
Detection of >300 thousand CpG sites per cell in a single run

e Streamlined workflow

Complete the workflow without the need for new instrument using equipment
already in your lab or institution.

Fix Sample & In situ Bisulfite Library Sequencing
Nucleosome Depletion Tagmentation Conversion Generation & Analysis

];7 (o]
V

Specification

 Demonstrated across diverse sample types, cell lines, fresh and frozen tissue

r ]

T—¢ —y -
Uuu Uuu

p ¢

O
(11]
i
-
<
O
0

« Demonstrated across a broad number of tissue types
* Fixation-compatible for sample storage, transport, and batching
« High cell throughput: > 18k nuclei/run
* Low multiplet rate: <4%
* Produces whole genome libraries
e Integrated sample multiplexing: multiplex up to 8 samples in a single run
« Efficient chemistries with high de-duplication rate >50% & excellent genome mapping rates >80%
* High performance: >300k CpGs detected
e Target enrichment compatible for reduced sequencing costs—maintaining high quality
data sample throughput
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ScaleBio™ scATAC Pre-Indexing Kit

ScaleBioAte| BH M|ZZ ATAC Pre-Indexing 7|E= index combination2 S8l A& & £ 300,000712| Siof| CHSH A4

E Mz2|7t 7bsELct Tagmentation

O 27|52l H|E &4t L{E0{ HO|H S&E

S,

Specification

e Throughput
300,000 nuclei per run

* Recommended input
~50,000 nuclei/well (x24 wells)

e Instrument compatibility

ISEINEN

LS — -

On-market single-cell droplet capture systems, such as

the 10X Chromium controller

ScaleBio™ CRISPR Guide Enrichment Kit

Isolated nuclei X -
(via tagmentation)

Barcode 1 added in plate

Nuclei pooled and loaded
onto droplet system

7 o) 7N
u/' \\‘ - ‘ —9 ‘ “/ \‘ // \\\\
[ N\ ﬂ \ .’J ‘ :
\= /() \__/ \: ) / \ 4/. l—
- — \“ . . Ve L\ ‘ .
J N - ( 4./1'7—77 <
- R 7N\ \ﬂ G
(—@_ ) | /) (R
. \ 9/ / NI
N/ N ~_

SQF X 80| CHSt APM HER RIS E8H 7|1Z9| droplet A|AEIS superloadingd
otom A 2|22 104 SIFA|Z 2 QI&LCt.

Nuclei from the
same droplet
can be resolved

2nd barcode
added in droplet

r/ \\
\ : ) 1. —®
N
7\ 2
| — ael
N

Nuclei loaded into each
barcoded tagmentation
well (x24)

AR

Pre-indexing workflow: 1.5 hours with 30 minutes of handson time

Pre-indexed nuclei
are pooled

Up to 100,000 nuclei are
loaded per channel

O
[21]
w
-
<
O
v

Recover 300,000
nuclei per run

Throughput

ScaleBio’s bioinformatics pipeline
resolves the combinatorial barcode,
rescuing data from multiplets and
maintaining a 35% effective doublet
rate.

Nuclei loaded into Scale plate

12M

Recovery after tagmentation plate

~600K

Nuclei loaded into ormarket system

600K

Recovery from sequencing

~300K
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ScaleBio™ CRISPR Guide Enrichment Kit

Description

ScaleBio2| CRISPR Guide Enrichment Kit= CROP-style vectorZ £E 24l CRISPR guide MES K& &= AU
= 0| JYELICE Guide AES Z(CHt5t7| fsH 2to|E2{2] M| OpX|a) THA|olA PCR enrichment #2F OfL[2F S&AL
o F0i| EfZ So|xel mato|d upd S otetL|Ct 2 7| E= (o] 967 MES| HE|S=| Aot ofL|2t e 2|0 500,000
7Hel MIZE =2 &of| Chet S7HE XMz ZHELICH

== T

Highlights

* Sensitivity
>90% cells with guide
e Throughput
Up to 500,000 cells with
extended throughput option
* Sample Throughput
Up to 96 samples per run

ScaleBio CRISPR Guide Enrichment K

Design CRISPR Library Assemble Lentivirus Select Cells
Reads containing
— ;ﬁ: X a a real guide Cells with guide
- — —i;ii%:% .’ — . ) (guide library)
PolyA primer
L
(Traditional 42% 67%
O Cell ScaleBio scRNA CRISPR Sequencing CRISPR CROPseq)
Transduction workflow Guide PCR Pipeline
== . ScaleBio CRISPR
m - m Guide Enrichment 93% >90%
w ; — - - ‘ Kit
2' 3
O
v Ordering Information
Product code Product Description
10001 ATAC Pre-Indexing Kit 24-Plex
110101 ATAC Lane Indexing Primer Kit (96rxns)
2020001 Sample Fixation Kit
950884 ScaleBio Single Cell RNA Sequencing Kit v1.1
936360 ScaleBio Single Cell RNA Extended Throughput Kit v1.1
955100 ScaleBio CRISPR Guide Enrichment Kit v1.1
955097 ScaleBio Cas9 CRISPR Guide Enrichment Kit v1.1
945058 CRISPR Guide Enrichment Extended Throughput Kit v1.1
955253 ScaleBio™ Single Cell Methylation Nuclei Preparation Kit
955251 ScaleBio™ Single Cell Methylation Sequencing Kit - Small
955253 ScaleBio™ Single Cell Methylation Sequencing Kit - Large
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SYNTHEGO : The Best Choice for Genome
Engineering

Product Features SYNTHEGO

« Full Stack Genome Engineering Approach
: Design - Edit > Analyze & CHA0] Tt MH|A K2
- High-efficiency, High-quality Genome editing

DESIGN
. Full Automation Process o Trrrrenenees
- Money-back guarantee program 1Z{2tE AH|A EDIT
. WA ERAO] CHet KI&HOl monitoring X feedback M
- D2 7| MBS S8t X|4xol QFAF DY RIZ 9 AH|A .. ANALYZE
=E N

SYNTHEGO Full Stack Genome Engineering

Build Better Experiments with Full Stack Genome Engineering

Crrreeeees DESIGN +cvcvvereeccnes > SETT TP BRI 0000000000000a0008 > ST ANALYZE +ecceevceces >

N Ve <0 o))

NS e ~ Q

wid

E'very successful edit begins’ Elevate & simplify your experience Get NGS-quality editing >

with proper planning. in generating a knockout. analysis of your results. U)

Synthego's Gene Knockout Designer With a money-back guarantee on high Want to get editing efficiency data for your (]
eliminates time-consuming steps to design editing efficiency combined with superior experiment? ICE offers free and accurate
guides in second_s instead of hours. - guide design, you can now start your CRISPR analysis of Sanger sequences with NGS

project with complete confidence. quality results, in seconds.

24
o
4
o
O

SYNTHEGO Ensures High-efficient method for
Genome Editing

Synthego
Reagents Plasmid, Lentivirus Always RNP, using
Some reagents (plasmid, lentivirus) cause delayed editing and unwanted effects sgRNA
Guides Tested 1 atatime Multiple at once
Identify the best guide quickly by testing more
Transfection Method Lipid-based Electroporation
Lipid transfection reduces effciency by up to 50%
Optimization Conditions Tested 1-few 200
Testing more means the best conditions for your cell line are identified
Selection Agents Antibiotics or None
Selection can be dangerous to the genomic health and integrity of your cell line GFP enrichment
Lead Time Capacity and No queue
Limited capacity means more waiting for you queue-dependent
Qc Cleavage assay NGS-quality analysis
Sequence-based QC accurately indicate editing effciency with ICE
Money-back Guarantee None 100% guarantee on a

Mitigate the risks of taking on challenging projects majority of projects 47



CRISPRevolution Kits : The Gold Standard for
Superior CRISPR Editing

Synthetic gRNA Products

Synthetic sgRNA Advanced RNA

. Synthetic single guide RNAs (sgRNAs) + CIABE Cas nuclease #EH guide RNA &47ts

« X[ 97%9| edit efficiency HZ (SpCas9, Casl2a (Cpfl), SaCas9 & Casl3a)

« BE cell typell ®&8 7t . Guide RNAZ| secondary structure Haits

- 1.5~100+ nmol Ct¥$t scale M& - D X9 quality MIE

« Chemical Modification 7ts « Chemical Modifications 7ts

- Fast & easy : No annealing purification . 20 ~ 115 nt sgRNA

Gene Knockout Kit v2 Arrayed CRISPR gRNA Libraries

- Human gene knockout 2%&é6t= sgRNAXZ . B2 49| geneg o | screening® £ U= panel HE

« QMR £|CH 3702 Multi-guide Strategy « Well & 8lLt2| target gene sgRNAZ E&tst multiwell

« Chemical ModificationsE &3t M|Z L degradation %! plate

immune response x| « Gene & 3 7§9] Multi-guide Strategy H&

- Transfection Optimization Kit &0f « GenotypeOl|lX phenotypelz HZ £M
- Whole Genome, Pathway, and Custom Library H&
- any human cell type M7}

8, Synthego sgRNA Delivers Robust and Reliable
= CRISPR Editing
“ - - -
= IVT Guides are Less Efficient.
(_’! ? sgRNA sequences were either generated by in vitro
(0'd § . transcription (IVT) or synthesized by Synthego as
(% g chemically modified sgRNAs. Indel frequency from
— é o experiments using Synthego sgRNA was always >90%,
5 = while editing by the IVT guides was always less than 10%
0 and sometimes undetectable. Data courtesy of Shondra
Pruett-Miller, Ph.D., St. Jude Children’s Research Hospital.
PTEN Genel:S:rget HBG1
[ synthego sgRNA T
e Knock Out Any Human or Mouse

80

L Protein-Coding Gene

Elevate your CRISPR knockout strategy for any human or
mouse protein-coding gene. Synthego’s multi-guide design
consistently results in high Knockout (KO) Scores compared
to strategies that rely on individual sgRNAs to produce knockout,
making the Gene Knockout Kit v2 the best knockout solution
available.

60

KO Score (%)

40

20

Individual Guide  Multi-guide
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CRISPRevolution Kits : The Gold Standard for
Superior CRISPR Editing

Engineered Cells Line HM|ZtA{H|A

Knockout Cell Pool

Knockout Cell Clone

Advanced Cell

iPS Cell

Edited & unedited cellsZt
=3tEl cell pool

Edited cellftoz A=l
Knockout cell clone

Large Sequence Insertion,
SNV, molecule Tagging &

9| C}¥st Knock-In Editing

Cell Line

iPS cells2 &8%t High-
efficiency,
High-quality Genome
editing Cell Line

70% 0O|4+2| gene knockout
HE

100% E}2! gene knockout
=23

Pool or Clone HE{2| Cell
Line M|ZEf Ad|A

Knockouts / Single
Nucleotide Variants (SNV)
/ tags

700 7§ O|Ak2] Human / Mouse MZF &8 Jts

PGP1 (male line),
771-32M (male line),
802-30F (female line)

100

80

60

Indel Frequency (%)
8

)
S

7%
|||||||||||||||||||IIIIIIIIIIIII”””I””|||”””|||||H||
20 40 60

Synthego Protocol Tv

Standard Protocol

100

80

Condition

82%

120

200 Ways
We Optimize CRISPR

Difficult-to-transfect cell lines are conquered
with Synthego’s cell line transfection
optimization. In this example, THP-1 cells
which typically edit at less than 7%, our 200
point ransfection optimization identified a
condition to achieve 82% editing efficiency.
We guarantee at least a 50% reduction in

protein levels, and commonly see knockout
efficiencies of 75% or greater.

High knock-in efficiencies are achieved using Synthego’s
optimized HDR editing strategy.

100% -

80% -

60% -

40%

20% A

Knock-In Efficiency (%)

0% -

Target

o
(@)
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L
)
c
>
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CRISPR
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Express Cell Pools

Generate Assay Results with Speed and Confidence

~100,000 Celis fuial

Express Cell Pools workflow includes either multi-guide design or user defined sgRNA sequence,
transfection and cell pool generation, genotyping, and sequencing analysis.

Exprass Knockout Cell Pools
Muiti-guide Technology User-defined sgRNA Synthego sgRMA
Synthego defined sequences User cofined sgRNA sequence Synthiego defined SgRMNA sequence
{up 1o 3 sgRNAS) (1x sgRNAY (ix sgRMA)
Hurman or mouse immortalized call lines
o Eligible immortalized cell lines Elgible immaortalized call lines Human induced pluripatent stem cell lines
m Synthego supplied cells Synthego supplied calls Synthégo supplied or user suppled calls
1)
Knockouts
f Knockouts Knockouts kgt
c .
> 3 weeks or faster! 3 weeks or faster! im;::g umol:m:
7p)
ac 2 vials, *100k cefis/vial 2 vials, 100k cells/vial =500k calls
E Anatyzed by Sanger Sequancing and ICE  Analyzed by Sanger Sequencing and ICE  Analyaed by Sanger Sequencing and ICE
‘2 QC Report QC Report QC Report
m * Mycoplasma testing + Mycoplasma testing * Mycoplasma testing
U + Passage numbar * Pessage numibear = Pessage number
« Editing efficiency = Editing efficiency = Editing efficiency
* Primer sequances * Primar = Primer saquances
+ Sequences of SgRNA used + Sequences of SERNA used « SEOUENCES of SERANA used
Greater than 50% editing efficlency Graat than 50% editing efficiency

Editing
Strategy

50

Guide
Design

compared to wild type
“except for commaon assential genes

Guide
Synthesis

Prepare Transfection

Cells

Pool
Analysis

Greater than 50% adited efficlancy for
positive control calls

Cell Pools

Quality
Control

Ready
to Ship

Cell Clones

Clonal
Isolation

Analysis

Quality
Control

compared 1o wild type
“ewcapt for cormmaon essential genes

Synthego Has Developed a Robust Method for
CRISPR Editing

Ready
to Ship



TransOMIC: CRISPR, RNAI and
screening libraries

Product Features

- CRISPR Cas9 2F RNAj &8st M&5H (2 ST ol 25 =
QX knockout, knockdown, activation, and interference Z&&Ql £2M X2
- Transomic Technologies M2 1t& X7t AL A|ZIOf|AM SE7HK| technical support
. Cell lined| &tst vector?t promoter, A&0f| Bt= fluorescent reporter genelt
purification or antibody detection 2|$t tag MEH 7Hs
« 224 =2 sgRNAS shRNA, 2lot= 2EH vector 2tof Ml

CRISPR-Cas9 Resources: CRISPR knockout,
CRISPR Activation, and CRISPR Interference

Features:

e Provides 3 lentivirus constructs containing a gRNA

* Negative control vector included

e Choose the construct format suitable for your experiment

— (ol

{ sum_}

—*
(emeirn {us (TGRAT)

sgRNA only vector

(Gresil)

PCLIP-gRNA =
pCLIP-All-In-One (gRNA + Cas9) o
_ o c
{cmv-R _ Us H( aRNA sgRNA + Cas9 E
-
(04
o
€ & — sa\ BISEY - Double target n

-, g8 = e . - ~\ = s mmDouble targe
(emv-LTR {TgRNA 1) hus {(zec® ) EM7 )(Barcov i cus {(GRNA 2){ SERIH Greemipi Purot)(3' LTR (au3) SORNAS 5

pCLIP-Dual
Culde ANA e Cuide RNA,
::::::E Sv::::ll:n *;:I;::‘E 'Sn:::‘r-m B

Genomic  Sequence Genomic - Sequence

HHE) MHE)
el resuking in prematiee InDiel resulting in prewature
wiop codon iop cedan
— ot -

274 RHEXIE SAl0f target 7ts!
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TransOMIC: CRISPR, RNAI and
screening libraries

RNAIi Resources : Gene knockdown using shRNA

Features:

- 0|= Cold Spring Harbor 2 &8 A BHE =2 £82| shRNA

« ShERWOOD algorithm designs - superior knockdown performance relative to existing shRNA designs
UltramiR scaffold - increases shRNA processing and potency

- A 22X cell linedfl &= constitutive or inducible promoter ME 7Hs
- RO UEH Vectord| 224 =2 shRNA &

Lentiviral vectors

— _
ol
s
st
nad

Inducible Lentiviral vectors

[ of

= =
{sur (S )j-t('?ridr_m;{ PGK {Tet-On-3GH{ SV40
| redl

Retroviral vectors

£
O
")
c
o
-

(5RO 5mir }jt( Fmir
{ 5RO Smir )ji( 3mir

CRISPR Custom Pooled Screen Libraries

Features:

- Multiple lentiviral vector options to choose from.

- Next-gen sequencing QC is performed to confirm equal representation of all constructs.
- Delivered as plasmid DNA or ready-to-use lentiviral particles.

- Next-gen sequencing and deconvolution services available.

- Delivery in as few as 6 weeks.

CRISPR

Oligo Chip Ready-to-Use Ready-to-Use
Clone into Next-Gen Plasmid DNA Viral Particle
DNA Pool
Lentiviral Vactor Sequencing QC Pool Pool
5 Choice =
Vi s OR |
- - Produce
Lentiviral
Particles
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TransOMIC: CRISPR, RNAI and
screening libraries

Gene Expression Resources : cDNA, ORF and LentiORF
Select-Vectors™

Features:

« Mammalian Gene Collection (MGC) premier human and mouse cDNA libraries

- High quality, fully sequenced cDNA and ORF clones, &ul 74 EE 714 K| 2!

- The ORF clones are available in two formats, with and without stop codons

- Transomic’s lentiviral ORF expression vector enables expression of a protein of interest with a V5
fusion tag for western blot detection, purification, co-immunoprecipitation, protein localization and
FACS analysis

- Expression-ready clones or a Gateway entry vectorZ g2 4= JU&LICt Ha[ent AlZE AekH

Gene Expression Resources : cDNA, ORF and LentiORF
Select-Vectors™
R} A7 20l X Btet lentiviral vector and ORF sequence && Z2MK/R!

Transomic At= HsH= QEXI0| 7HE HEtst lentiviral ORF vectorE Ml&2std U&LICE 35071K] O]Af

vector configurations &0i| MEigh &~ QIO Z Cikst R U MEg 2%t KA U= vector A7t 7HsELICE
Transomic A7t MISsts KRR HM 7|52 2 st= |Mol| 7HE Mgt o|4&Ql lentiviral ORF vectors
A FH| AIZHS TESHM O #E ZRHE S 7t UAFLICH LS
Available Vector Options: E
- Constitutive or inducible vectors 0
- Antibiotic selection 2
- Fluorescent reporters (0]
- Tags for purification or antibody detection |:
(2 4
Product List o
L
Product i & g (24
MGC premier cDNA clones glycerol stocks/DNA Plasmid U
MGC premier cDNA clones end-sequence verified before shipping glycerol stocks/DNA Plasmid
MGC premier ORF clones glycerol stocks/DNA Plasmid
MGC ORF clones end-sequence verified before shipping glycerol stocks/DNA Plasmid
CRISPR target gene sets glycerol stocks/DNA Plasmid
CRISPR target gene sets (lentiviral particles) lentiviral particles
CRISPR Dual target gene sets glycerol stocks/DNA Plasmid
CRISPR Dual target gene sets (lentiviral particles) lentiviral particles
Cas9 and dCas9 expression vectors glycerol stocks/DNA Plasmid
shRNA target gene sets glycerol stocks/DNA Plasmid
shRNA target gene sets (lentiviral particles) lentiviral particles
shRNA target inducible gene sets glycerol stocks/DNA Plasmid
shRNA target inducible gene sets (lentiviral particles) lentiviral particles
shRNA retroviral target inducible gene sets glycerol stocks/DNA Plasmid
LentiORF Select-Vector glycerol stocks/DNA Plasmid
LentiORF Select-Vector (lentiviral particles) lentiviral particles
Yeast knockout strains glycerol stocks
Custom CRISPR Screening Pools glycerol stocks/DNA Plasmid o3




ME 5! =X o247 : taco™ Prep Bead Beater

Product Features
ol HEOR el X5
lorst MZol| 52 71s
- 1~16 7H MZDIX| SAJ0f] TH
MX

|E13 = 2E, 2atd IS floh 2= B 7}

GeneReach

rot

!

tot

or

Specification & Related Products

Dimensions (mm)

30 x 25 x 24, 11 kg

Power Supply

100-~240 V, 50 / 60 Hz, AC

Sample Capacity

16

Cycle duration

13 sec/cycle or 40 sec/cycle

Sample Type All Biological samples

A-PSBT tacoPrep Pre-loaded Steel Bead Tubes (100 pc/package)
A-PSB tacoPrep Steel Beads (200 g/package)

A-PST tacoPrep Beating Tubes (500 pc/package)

- DNA/RNA A =& 715

=
3
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Product Features

- Magnetic bead 2}4l& 0|85t Complete Extraction
- Cell, Tissue, Blood 5 CIfst ME Mg 7t
- One Touch 419 3|2 AL

« UV lampE 0|8%t ukt 24

Specification & Related Products

Magnetic Bead £ A|AH!: taco™
Nucleic Acid Automatic Extraction System

or

Product Taco mini Automatic Nucleic Acid Extraction System

Reaction time 30 mins

Throughput 1-8 samples

Decontamination Available UV light

Dimensions

(W x D x H. cm) 26 x 26.5 x 30

Weight 5 kg

atc-drna taco DNA / RNA Extraction Kit (320 rxns)

atc-dna taco Total DNA Extraction Kit (320 rxns)

atc-plant taco Plant DNA / RNA Extraction Kit (320 rxns)

atc-Preloaded_drna taco Preloaded DNA / RNA Extraction Set (48 rxns/set)
54 atc-Preloaded_dna taco Preloaded Total DNA Extraction Set (48r xns/set)




ZEYA XSt HM=E=7|7] A2 =

Product Features

. Column 2AIo] SHAE 25 EHH|
- DNA / RNA 7i¥E =& 75

- LISt Sample Type HE 7Hs
(Cell, Tissue, FFPE, Liquid Biopsy etc.)

- E2SERES NS

- Liquid handling A|[ARIQZ PCR Setup 7ts

Specification & Related Products

TAIGEN.

LabTurbo

LabTurbo 96XC

Product LabTurbo 24C LabTurbo 48C
(Cat. No) (C2420) (C4820) (C96XC20)
Model Type ir
I |
1 1
_ | |
H g
Throughput 1-24 samples 1-48 samples 1-96 samples

Processing time

165 samples/8 hrs

240 samples/8 hrs

480 samples/8 hrs

Pipette 6 channel 6 channel 12 channel
Block format 6 x 4 wells 6 x 8 wells 6 x 16 wells
Tip Rack 2 racks 3 racks 4 racks

Dimensions

(W x D x H, mm)

660 x 550 x 820

660 x 550 x 1,600

1,350 x 850 x 1,750

Component

All-in-Unibody Robotic workstation

+ Span multi-channel pipette

(10~1000 pl)

« Thermoblock (RT~80 °C),
+ Lysate-wash Vacuum Manifold
+ Auto-reagent vending system

<24C [ 48C> <96XC>
* Enzyme rack
+ HCCEB heating block
+ Elution vacuum manifold

.

.

.

96 tip rack

Tip reuse rack

Tip discard rack
Ultrasonic Fluid sensor
Vacuum pump system
Waste system

Built-in touch screen
LabTurbo software
Operational manual

<LabTurbo 48C Worktable>
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ZEYA XSt HM=E=7|7] A2 =

LabTurbo All-in-one SystemME24 = SMEE 5l qPCRAIS T

Product LabTurbo 24 AIO SP-gqPCR LabTurbo 48 AIO SP-gqPCR
(Cat. No) (A2420) (A4820)

Model Type

Sample Volume 0.3-2ml 0.3-2ml

Throughput 24 Samples in 2.8 hour 48 Samples in 3 hour
GE) Pipette Channels and Volume 6 (Sliding Span 9 - 18 mm), 5 - 1000 ul, CV within 5%
whd
g. gPCR Channel FAM, HEX, ROX, Cy5
wv PCR Reaction Volume 15 - 60 ul, CV within 5%
c
(o) qPCR Ramping Rate Heating : 2 °C/s, Cooling : 1.5 °C/s
"6 Temperature Accuracy * 0.5 °C (after 30 seconds)
(0]
_: Temperature Uniformity £0.2°Catb50°C,x0.3°Cat72°C,x0.5°Cat95°C
X
(11

= x
o eSS
(8]
f‘ Product (Cat. No) Features Component
'q—) Whole blood, Buffy coat, Cell Culture, | « 6-strip sample / elution tubes and cap
— LabTurbo 24C (C2420) Bacteria Culture, Blood Cells, Saliva, .
g Urine, Animal tissue, Plant tissue .
s e e
. II |

4 LabTurbo Virus kit Serum, Plasma, Cell free body fluid, J JJ lII| 1 Il L[

Buccal swab, Vaginal swab,

(480 preps) Pharyngeal swab, Stool, FFPE tissue

+ B6-strip sample / elution tubes and cap

LabTurbo cirDNA kit Serum; Plasma :
(480 preps) Circulating Nucleic Acids T:_ir;_)‘:b_,'-i'. ]
LabTurbo RNA kit Buffy coat, Cells, Animal tissue, w “ U U
(480 preps) Plant tissue

« Lysis buffer, elution buffer, wash buffer

Forensic samples :

LabTurbo Forensic DNA kit | Oral swab, blood swab, cigarette butt, | * Proteinase K
(480 preps) straw, rubber glove, bloodstain, mask, = B
FTA card, chewing gum, hair root, tape e wir

LabTurbo Stool DNA kit

56 (480 preps) Stool




eCube Extraction Kit

Product Features <. PhileKorea

o - . . Specialized in Medical & Bio Science since 2000
- 71& EHH HEfO| silica-based spin column kit
+ Midi / Maxi-ion-exchange
- Lot SR2| MIF & ok 80 %A ME ks

- RN Ve BYE ds

- Easy, Efficient, Economic

Specification
eCube Plasmid DNA Kit
Specification Mini Midi Maxi
Sample size 1~ 5 ml cell culture Up to 15 ml cell culture 30 ~ 60 ml cell culture
Operation time < 25 min <60 min <60 min
Binding capacity Up to 60 ug/column Up to 250 ug/column Up to 450 ug/column
Column . .
applicability Centrifugation and vaccum
Size 50/ 200 prep 25/ 50 prep 10/ 20 prep GE)
wd
- Sample scaled| 2t M7tX| type & ME 7153t Plasmid extraction kit ZHztst Spin column B4 ;
« Minie 252 O|Lj0j| D&, TI1489] £&0| 7Hs8HH, 60 ug/prepll binding capacityE Zt= column AE (7))
* Midi, Maxi= 2HA|ZF O|Lol| 2=2& 7+S3HH, 250 pg/prep (Midi), 450 pg/prep (Maxi)2l binding capacityE #t= c
column At& 9
wid
eCube Clean up Kit 8
Specification Gel Purification PCR Purification Gel & PCR Purification :
Sample size Up to 200 mg agarose gel Up to 100 ul PCR product UUpptfoi(Z)(()) TIgPanF?;OrZZL?ftI' |_>u<
Binding capacity 20 ug/column _-g
DNA size 65 bp ~ 10 Kb v
Operation time = 25 min =15 min 10 ~ 20 min i
Recovery 70 ~ 80 % 85 ~ 95 % Gel:70 ~ 85 % "0
PCR:90~95 % —
Elution volume 40 ul g
Size 50 /200 prep 4

- CHeFst A HES 20t Agarose gelZ £E DNA fragment?| HH| 7ts
- DNA clean up2 Q0| W2} b7HX| type & MEH THs
- ZtEkSt Spin column WAIO 2 JHdH| =2 NIE
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eCube Extraction Kit

eCube Blood, Tissue mini DNA extraction Kit

Specification Blood Mini Tissue Mini
Up to 200 ul whole blood, serum, Upto 25 mg animal tissue
Sample size plasma, body fluids 1.2 cm mouse tail
Up to 5 x 10°cultured cells Up to 10’ cultured cells
Operation time <30 min 30 ~ 60 min
Binding capacity Up to 60 ug/column
DNA yield 4 ~ 8 ug/200 ul, whole blood 15 ~ 35 ug/prep
C(?Ium.n. Centrifugation Centrifugation and vaccum

applicability

Elution volume 50 ~ 200 ul 50 ul
Size 50/ 200 prep

- CHASt sample typedl| ME&|= 7|E MEHOZ X|Xo| A1} ot

- Plant, Stool, Soil 2| Ctst ME0{A genomic DNAE WEAH ==

- St Spin column BHAIO 2 $HA|ZH OLH0]| == Jts

- Gene cloning, PCR, Quantitative real time PCR, southern blotting S Ct$t applicationdl| M& Jts

_8 eCube Blood Maxi DNA extraction Kit b
v e
(5. Specification Blood Maxi gt
. Up to 10 ml of fresh / frozen blood v
c Sample size Ub to 1 x 108 of
o p to of cultured cells l
- Operation time < 60 min o
8 T
(o Binding capacity Up to 500 ug/column W e '
.
">'<' Average DNA yield 350 ug/1 ml whole blood |
LLl Column . . o
S applicability Centrifugation Coil lysis (
O all lysis
&) Elution volume 0.75 ~ 1.5 ml
o Size 10/ 24 prep l
9 L2 &Y MZ0jlA genomic DNA X20] X2t
g - ZHEESE Spin column g4
Z

« Elution volumeO| ZO0tA] CFRESH applicationdll & Jts
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eCube Extraction Kit

eCube Plant, Stool, Soil Genomic mini DNA Kit

Specification Plant Stool Soil
. Wet weight = 100 mg
Sample size ) 50 ~ 100 mg 250 ~ 500 mg
Dry weight = 20 mg
Operation time <60 min <60 min < 60 min
Binding capacity 5 ~ 40 ug/column
Column . .
i . Centrifugation
applicability
Elution volume 50 ~ 200 pl
Size 50/ 200 prep
« Plant, Stool, Soil 52| Ctst ME0|A genomic DNAE HEAH| =&
- StA|ZHO|Lhof| =& Jts
- ZHEESE Spin column g4
+ Gene cloning, PCR, Quantitative real time PCR, southern blotting S Ctst applicationdll M€ 7ts
eCube total RNA mini Kit
Specification Blood Tissue Plant

Sample size

Up to 300 ul whole blood
Up to 5 x 106 animal
culture cell

Up to 30 mg animal tissue
(mouse [ rat)

Up to 100 mg plant tissue
1% 107 plant cells

Operation time

30 ~ 60 min

Expected yield

5 ~ 30 ug/100 mg

young leave
Binding capacity Up to 100 ug/column
Column . .
. . Centrifugation and vaccum
applicability
Elution volume 40 pi 30 ul

Size 50/ 200 prep
- 2t sample type0| M&$t Kit ME{OZ RNAE WEH F= 7ts
- ZHEESE Spin column B4
« 2=E|I RNAE RT-PCR, quantitative real time RT-PCR, microarray analysis S Ctfst Alslof| M8 Jts
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eCube Extraction Kit

eCube Viral Nucleic acid mini extraction Kit,
Spin Column (silica matrix)

Specification

Viral total nucleic acid

Sample size

150 ul cell-free fluid such as
serum, plasma, body fluid and cultred cell

Operation time 20 min i VR B | asds
Fragment size 100 bp ~ 30kb e
Recovery rate 80 ~90 % e S . kv
Cc.>lum.n ) Centrifugation £y
applicability . :
Binding capacity 30 ug/column ol Q. 1
iy i
Elution volume 40 ~ 50 ul i
Size 50 / 200 prep et TP b e
« Serum, plasma, body fluid and cultured cellzt Z2 cell-free fluidZ25E - -4
£ A28t ZHHEA| viral RNAS % 7hs Stmme
B - Ztekst Spin column BHA] e b .
7] - %% RNAE RT-PCR, quantitative real time RT-PCR & ot
o Chert Aol 58 75 e
g * T2 TONA| SE712 23 (5kit O[4)
O Cat. No \ Product \ Size
o Plasmid Prep kit
_= EP11200 eCube Plasmid DNA Mini Kit 200 preps
P EP12050 eCube Plasmid DNA Midi Kit 50 preps
Ll EP13020 eCube Plasmid DNA Maxi Kit 20 preps
go) Clean up kit
'6 EP21200 eCube Gel Purification Kit 200 preps
< EP22200 eCube PCR Purification Kit 200 preps
?) EP23200 eCube Gel & PCR Purification Kit 200 preps
- Plant, Stool, Soil DNA Prep kit
2 EP31200 eCube Blood DNA Mini Kit 200 preps
v EP31024 eCube Blood DNA Maxi Kit 24 preps
2 EP32200 eCube Tissue DNA Mini Kit 200 preps
Plant, Stool, Soil DNA Prep kit
EP33200 eCube Plant DNA Mini Kit 200 preps
EP34200 eCube Stool DNA Mini Kit 200 prep
EP35200 eCube Soil DNA Mini Kit 200 prep
RNA Kit
EP51200 eCube Blood RNA Mini Kit 200 preps
EP52200 eCube Tissue RNA Mini Kit 200 preps
EP53200 eCube Plant RNA Mini Kit 200 preps
EP55100 eCube miRNA Isolation Kit 100 preps
EP56200 eCube Tri RNA Clean-up Kit 200 preps
EP57100 E-zol RNA Reagent Voulme : 100 ml
EP58100 E-RNA Stabilization Solution Volume : 100 ml
Viral Kit
EP61200 ~ eCube Viral Nucleic Acid Mini Kit | 200 preps
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XIS sHiik == A|AH]: iCATCHER 12 Noble
Extraction Solution for Solid & Liquid Biopsy

@ CatchGene

Product Features

+ High Concentration
- 4 ml sample in, 30 pl elution
+ High Yield : Two Silica Membrane Column
+ High Recovery Rate
- Fishing net 24|02 == S 23CH
+ High Purity
- AI9 HHOZ B E inhibitor & X7
+ One Sample One Line
- WXt 2 7ksd ®HA

Performance

« Sample : 4 ml Plasma
- Extraction Kit : iCatcher Circulation cfDNA 4000
* Qualitative Method : Qsep1 Bio-Fragment Analyzer

Cuantitative Result (Measure by Qubit) Sample A Sample B Sample C
5 Cone, | AVG. | Yield | AVG. r——.
ame N
R R e R B I = 5
Sample AL 2.BE 42,16 B o L ¥ =
[Sample A2 | 274 | 267 | 8404 | 7.03 — —
Sample A3 .40 Bd.00 r
L B2 1 o
Sample Bl 106 4240 | o " o
SampleB2 | L0 | 104 | 5076 | 4622 |5 Lle A S TmE
sampleBs | 097 45.50 — A =
SampleCl | 034 16.86 e & %
Sample €2 | 035 | 036 | 1514 | 1651 = | fom = j
sampleC3 | 038 16.25 L 08 " IEET
Specifications
Throughput 1-12 sample
Sample Input Vol. 250-4,000 pi
Elution Vol. 30-200 ul
Principle Silica-Membrane Column
User Interface 7 inch WWGA TFT LCD, Touch Screen
Dimension 71x72%x73 cm
Weight 100 kg
Voltage 100-240V
Working temp. 18-40°C
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Related Products

HE Mz IRCES
CNA(Circulating Nucleic Acid)
iCatcher Circulating cfDNA 1000 Kit
AC10100-36 - Up to Iml serum, plasma, urine, CSF or cell 36
iCatcher Circulating cfDNA 4000 Kit
AC10400-36 - Up to 4ml serum, plasma, urine, CS F or cell-free body fluid samples 36
iCatcher Circulating cfRNA 4000 Kit
AC20100-36 - Up to 4ml serum, plasma, urine, CSF or cell-free body fluid samples 36
AT21100-36 iCatcher FFPE Tissue DNA/RNA Kit 36
DNA
AD10025-36 iCatcher DNA 250 Kit ( Up to 250 Ql whole blood sample) 36
AD10100-36 iCatcher DNA 1000 Kit ( Up to 1000 Ql whole blood sample) 36
AD10400-36 iCatcher DNA 4000 Kit ( Up to 4000 Ql whole blood sample) 36
iCatcher Tissue DNA 1000 Kit
AD20100-36 (Cell or up to 100 mg different animal tissue samples ) 36
AD21100-36 iCatcher FFPE Tissue DNA Kit 36
iCatcher Stool DNA 250 Kit
AD22025-3 ( (bacterial) gDNA in stool from up to 100 mg (250 i) stool ) 36
iCatcher Stool DNA 4000 Kit
AD22400-36 | pacterial) gDNA in stool from up to 500mg (4000 wl) stool ) 36
TNA (Total Nucleic Acid)
iCatcher VB DNA/RNA 250 Kit
- To purify viral DNA/RNA and bacterial DNA/RNA together from 250 pl
AT10025-36 serum, plasma, urine sample, cell-free body fluids or 36
cell-culture supernatants.
iCatcher VB DNA/RNA 1000 Kit
AT10100-36 - To purify viral DNA/RNA and bacterial DNA/RNA together from 1 ml serum, 36
plasma, urine sample, cell-free body fluids or cell-culture supernatants
AT21100-36 iCatcher FFPE Tissue DNA/RNA Kit 36




s ZME MI|1FSEK| Qsep
Bio-Fragment Analyzer

Product Features

- user friendly : sample loading-gel running-image £ xt=3s}
+ High sample Flexibility : 1-96 sample 7X| CtZSHA| AL

- Cost effective : 17712] ZtEZ|X|Z 200 sample AtE

« High Resolution : 1-4 bp #&

- High Sensitivity : 5 pg/L (MEsk) 2ZE

A
) |ﬁq1
] = . 1
. Qsepl100
Model Qsepl-Lite Qsepl Qsepl-Plus Qsepl100 Advance Qsep400
Separation 1-8 kv 115 kv
Voltage
Connection Cable Wi-Fi / Ethernet Cable UsB
Dimension 24 X 21X 30 38 X 30 X 40 54 x 40 x
(cm) 36
Weight 5.5 kg 15 kg 26 kg
4 Channel
System 1 channel Portable system 1 channel Standard system
Sample 4~96
Capacity 1-8 samples 1-16 samples 1~-96 samples samples
. . . 2~7 min/
Rapid Analysis 2~7 min/sample 4-sample

Q-Analyzer Software

-AAIZICZ 24 Zat stol

- Fragment Size, & Xt& A4t

- G|O|Ef 7t=0| &1 Ct¥ot oo 2 C|0|E LHELYY| 7ts

- Smear Analysis 3 RNA Quality Number(RQN), DQN Zf X5 #|A
- A% 78 sk W HAMEX] AlXt 7Hs
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Qsep Fragment Analyzer Cartridges
» Precast gel0| £0{ U= 1152| FHEE[X| = Lt Application X[

- RFID Tag B2t 2 ZH0f AL 314 8l K2 7|7t AHS Aot

- AR0IM B2 b

64

A: Cartridge
B: Alignment Marker
J C: Buffer Tray(Qsep100)
D: Separation Buffer
| E: Dilution Buffer
= F: Mineral QOil
= J G: 0.2 ml PCR tube
H: Dropper

1 channel cartridge

4 channel cartridge

 Gelfesevair |

1. N
T

4k 2

PG RERDRATAON CARTREDGE
snza X

e B
c MW s
E S== Cartridge tip ' '
()
17 G
>
n
(7]
- —
(7]
()
3 Qsep1, Qsep100, Qsep100 Advance, Qsep400 £ FtE2|X|
L
L . . RNA Protein
g. Application DNA Cartridge Kit Cartridge Kit Cartridge
| - i i RNA )
) Cartridge Standard Hllgh. Fa% Hl.g.h. Kilobase Kil HbS id HS RNA Protein
0 Name (S2) resolution | cartridge | sensitivity (53) ilobase cartridge (NRD cartridge (P2)
@ (sH (F3) (NT) (N3) (RD
w Size 10-5,000 b 10-60,000 b 10-6,000 nt 11-155 kD
w Range I P -60, p -6, n - a
g Ree | 410bp | 1-abp 10 bp 14 bp 4-10 bp N/A
= Analysis
g Tin):e 2-3 min 3-5 min 1-2 min 2-3 min 9-21 min 9-25 min 5-8 min 6-10 min
o L.O.D 0.1 ng/uL 5 pg/uL 0.1 ng/uL | 20 pg/uL 5 ng/uL 0.5 pg/uL
)
- | zzmg:: 200 runs 300 runs | 100 runs | 200 runs | 100 runs 100 runs
< Shelf Life 6 month 4 month 6 month 4 month 4 month




Application Data

NGS QC: Fragmented DNA, Library

High Resolution
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Product Features

- StLtS| ZHH| 2 spectrophotometer 2t fluorometer 7Hs
+190~840 nm full wavelength 2 % O|L} £H Jts

« Pathlength 0.5 mm2Z &2hy 5l F o]t JFH Y

+ Multi-channel fluorescence (4 channel)

+ Linux OS

- Touch screen H%OZ PCHX| 2R

- CH¥SE export &4l (network, WiFi, USB 0|2 7t5)

- Smart pathlength 7|&2 recalibration 222

- 2AMH|A 21

Specification

* Microvolume mode

e Cuvette mode

DeNovix Spectrophotometers & Fluorometers

DeNovix

Minimum Sample

i 0.5 ul
Size
Pathlength 0.5 mm (auto ranging to 0.02
mm)

Light Source Pulsed Xenon flash lamp

Detector Type 2048 element CCD

Beam height 8.5 mm
Heating 37-45°C30.5°C
Pathlength 10,5, 2,1,0.5,0.2, 0.125 mm
Absorbance 0.0008-1.5 AU (1 cm)
Range

Wavelength

Detection limit

0.002 mg/ml BSA
0.04 ng/ul dsDNA (1cm)

Maximum
Concentration

75 ng/ul dsDNA

190~840 nm
Range
Wavelength 0.5 nm
Accuracy
Spectral
Resolution 1.5 nm (FWHM at Hg 253.7 nm)
Absor_bgnce 0.015 AU (1 cm), or 1%
Precision
Absorbance 1.5% at 0.75 AU at 260 nm
Accuracy

0.04 mg/ml BSA; 0.75 ng/ml

Detection limit dsDNA

* Fluorometer mode

Light Sources

Blue LED (~470 nm), Green LED (~525 nm), Red LED (~635 nm), UV LED (~375 nm)

Tube type

0.5 ml Real Time thin-wall PCR tube (polypropylene)

Related Product

Model Product
e S oot
DS-11 FX Microvolume Spectrophotometer / Fluorometer
DS-11+ Microvolume Spectrophotometer with Cuvette mode
DS-1 Microvolume Spectrophotometer
DS-C Cuvette Spectrophotometer
QFX Fluorometer
FX Module Fluorometer accessory for DS-11/ DS-11+

D5-11 FX + o W | o
D511 FX + Y
D511 4 |

D5-11 N

GFX Fucrometer W




Fluorescence Quantification Assays

Product Features

* Widest Dynamic Range

» dsDNA 0.5 pg/ul ~ 4000 ng/ul

* RNA 250 pg/ul ~ 1000 ng/ul

« dsDNA 20X Greater Sensitivity than Qubit®
« One RNA kit replaces full Qubit® Range

* Integrated into EasyApps® Software

* Simple Mix-and-Measure Assay

DeNovix dsDNA Assays Range

Broad Range: 0.1 ng/pul to 2000 ng/ul (extended to 4000 ng/ul)

High Sensitivity: 5 pg/l to 250 ng/pl

Ultra High Sensitivity Assay:0.5 pg/ul to 300 pg/ul = Extended Range

= Standard Range

0.0001 0.001 0.01 01 1 10 100 1000 10000

DeNovix RNA Assays Range

Dedéovia ANA Assay Range
A e = M

QubitO|ME A2 715%t DeNovix Fluorescence
Quantification Assays
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Model Broad Range Assay High Sensitivity Assay |Ultra High Sensitivity Assay
} 0.1 ng/ul to 2000 ng/ul
DS-11 FX (extended to 4000 ng/uly 5 pg/ul to 250 ng/pl 0.5 pg/ul to 300 pg/ul
0.1 ng/ul to 2000 ng/ul
QFX (extended to 4000 ng/ul) 5 pg/ul to 250 ng/ul 0.5 pg/pul to 300 pg/ul
Qubit 2.0 NA 5 pg/ul to 250 ng/ul 0.5 pg/ul to 300 pg/ul
Qubit 3.0 NA 5 pg/ul to 250 ng/ul 0.5 pg/pul to 300 pg/ul
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An Intelligent Liquid Handling System : Myra

Myras Z[&ch 22|50} LIE FIHEIE £ AF 8t & 0 b
U= Xj2sHe Liquid handler L|Ct, I | |5 . \myra
DI MoleCUler SUsheme -

Myra®l &, HEH 8 ZBHQl ATEQIO|Z Ao A7t

HofstMIR.

Product Features

Simplicity

+ 48 - 96 - 384 plate / strip 2= HE 2t x|2
* One click calibration

e Easy to Use Software

Size

- EFAFHISCHH| EHit 37|

- 9 kgQ| 7HHX[2t cleanst 2+ XS

- UV LED light 8! HEPA filter A|AH

Performance
- AUSH ZAEH|0] : YU (X EH Sl error ZX|
- Pipette?| FO{F 7L ! Het:
. Calibration &l pipette head?| 4|2 A
.- Integrated Vision System
: Robot arm0f| LiEE CCD cameraZ #|2 calibration

£
Q
L
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>
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o
O
o

460 mm 360 mm

Al e B Pt Calibathass [ ]
tap 1 Positon Cabbrrine +
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An Intelligent Liquid Handling System : Myra

Specification

Dimensions
(W xLxH, mm)

360 x 460 x 310

Position control

Closed loop, 100 Qm resolution

Level detection

Pressure sensing

Dispense modes Single
Volume range 1-50 i
Tips per rack 384

Tul:5%CV
Precision 2Ml:2.5% CV
5-50 pl: 1% CV
1ul:10%
Accuracy 2 4l 5%
5-50 ul: 1%

UV decontamination

70 mW 280 nm UV LED

HEPA air filtration

99.98% at 0.3 ym

._ Cycling Analysis Bl @
Jlo09 |
316
g
E
g
$ 1.00
3
£
s
&
2
E 032 /
5
K
010
5 10 15 20 25 30 35 40

Cycles

Cycling Analysis 5 e @ew

31.62

10.00

w
>

Normalised Fluorescence

=)
3

032

Cycling Analysis

Precision; Means sample repeatability

« KRAS human genomic DNA target.

- 10,000 copies per reaction.

+ 48 replicates setup using 1 yL of template per
25 L reaction.

+Cq X=19.23 | 0 =0.05 | Apaxmin= 0.25 |
CV =0.3%

Accuracy and precision maintained

£
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- Capricious gene

. 8 point, 2 fold dilution series of the template run
in replicates of 4.

- E = 96%; R* = 0.9993.

®,

B

RSy

1000.00 316228 10000.00 31622.78 100000.00

Cycling Analysis
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dPCR Cycler : MIC Magnetic Induction Cycler
MIC= MIA| 2% Magnetic Induction #4l9] Real-time PCR QJL|LC}. 0 bm5

W2 T HE3E QPCR 212 BRI 2kgOl AH2 7 ot EATI o molecuier susfems

223t 7|22 Al EA|K. I I |IC

Product Features

- Magnetic Induction TechnologyZ 0|2%t @& & 2rH3}
‘ - Channel & S&l%& high intensity LED ! photodetector
« 1H™El optic moduleZ calibration & align 228
/ - Rotor #A19] sample MO E acquisition time 1X 2@
Of|E Al7ZHO| Rl HH|SH= A7t 8IS
5| s A2D|E 2EZ MA | =M QERFAM K2
25 M2t accuracy of 3 0.25 ¢C
- Well 2t 2k #UH uniformity
0.05 °C maximum (MIC-4+HRM)
1°C maximum (MIC-2 and MIC-4)
- HRMZ 0|&7%t Class |V SNP genotypings €4l £& Talala'

. Bluetooth® = USB CHS$Z 7+5 (£/CH 10CH)
. 48 - 96 - 192 - 480 7HX| 2EH 20| i :
- - JE Ho[E 2| 8 24 Jts (£t 480 samples) | J‘a |
« QEY ATEQ 0] (Freeware) ANANAN

(o)) . 2010 E0{QL= A2 gPCR machine
wid
7 < Jl2x MZx=0| /BA:15cm x15cm x 13 cm / 2 kg
5' - 01 ml qPCR EEZ 0|23}0] total volume 5-30 pl 7Hs
o - 4-strip tube?| 7HE rack ZHQOZ multi pipette 27t
O
o H|Q|ZIcke|2717] : Mic IVD
o3 MAl | x&2] Magnetic Induction Cycler2 CE-IVDR, KFDA 2585
(' 20l g2 S25| 0|2 7|7|2L|Ct Mic IVDE I1SO 13485:2016 E%! 22|
O Al Asof] what & ZE| QA Lch
o
Specification
Electrical AC Input 100~240 VAC, 50 / 60 Hz
Temperature Accuracy 30.25°C
. . 3 0.05 °C (MIC-4+HRM)
Thermal Temperature Uniformity 301 °C (MIC-2 and MIC-4)
Performance . Co
Ramo Rates Heating: 5 °C/sec (sample)
P Cooling: 4 °C/sec (sample)
Detectors High sensitivity photodiode per channel
Excitation Sources High power Light Emitting Diode for each channel
MIC-2 MIC-4 & MIC-4+HRM
Optical Green Ex. 465 nm Em. 510 nm
Channels Yellow Ex. 540 nm Em. 570 nm
Orange - Ex 585 nm Em 618 nm
Red - Ex 635 nm Em 675 nm
. Acquisition Time 1s
Reaction
20 Vessels Samples per Instrument 48
Reaction Volume Range 5~30 pl




dPCR Cycler : MIC Magnetic Induction Cycler

Application

Absolute Quantification [ — w
Standard curveE A23IH, MKl Mjztg Xt
2 UBLICE ofF|el 2-fold dilution, 5 point= 98%
ol 82 HOFUALICL !
Unknown sample?@| ol &gt A &t2k AtO]= 5% OJL| B .
o HeMg BoFEYALIC |
3
e + @ Relative Quantification
L
RQ AZEQ0|= XA 8% RN 2HE 2E 84 242 ME3t
- o, 6jg{ IE0|M MZ CHE EF I ene expression level £
P ee ae i . Yan blmE 4 ASLICE
! greTe Last D At 8 A= AZESQ0] LHollA A ELICH ol e
ZXtet JefE o= stolgt 4~ QIELCt
- - F3 MicO| Etgst 2= #UMOZ 0.2 fold 9| =2 ME 7t9| At0|E & E
- - : H 2X| 4 ULICH r
= e
- - 7y
>
wn
[rey— T 1T m
Melt / Allelic Discrimination §)
(a8
FRET hybridization probe, beacon, Plexor®S O
Ctot chemistries?t £2|€l melt curvesE AFEdt (",
0 genotypeg Mg £ JAFLICH : (04
Melt peaks= BFHAIZ = JAELICE g e O
Hybridization probelt Allelic Discrimination2 o
0|83t0{ genotypesE ZHE += UELICE \
S - High Resolution Melting
/N HRM(&4) AZEg|of= NICI22 Class IV SNPE E&tst
I,-“f % mutationg T = AEHLICE
. f.-“' HRM is the perfect tool for applications including
| _,f' determining allele prevalence, screening for loss of
i / e " heterozygosity, DNA fingerprinting, DNA methylation,
[od i ol ; o TR species identification and calculating the ratio of
somatic acquired mutations.
* Class IVSNP (Ato T)

» Temperature difference between allelec < 0.10 °C /1



Block Cycling System : Super Cycler Trinity

Product Features ::{ Kyratec.

. 96 wells PCR Zt|

« 3719 E&™ blocks(TripleZone)2Z high performance 3¢
- 7y S xieidol &2 PCR

- Z[CH 20 °Co| 2k XtE MHE £ U= Gradient 7|5

. Touch down/up PCR, Long PCR S L2kt PCR 7|5

- AHE9| HE|H

Wizard 2EZ 7HASHA| PCR program 24

USB stick@& Program 0|5 7ts

721X| Touch color screen X[

Quick Start 7|5 X[

Specification
Temperature Range 4 °C~99 °C
Temperature Accuracy 30.25 °C of set temperature, 30 seconds after target
Temperature Uniformity 3 0.3 °C, 30 seconds after target (range 40-~90 °C)
Temperature Resolution 0.1 °C increments
Heating / Cooling Rate 3°C/sec maximum (block)
Well Configuration 0.2 ml tubes with flat or domed caps
Thermal Gradient Programmable 0-20 °C across block width (12 wells)
OE) Reaction Volume 5-~60ul
) Heated Lid Temperature Controllable 60 ~ 115 °C
2 Dimensions (W x D x H, mm) 180 x 285 x 190
(7)] Weight 5.5 kg
(24
8 Related Products
<) HEHS HEH AfO|=
o3 M0492 Q5 High-Fidelity 2X Master Mix 100 / 500 rxns
(04 M0491 Q5" High-Fidelity DNA Polymerase 100 / 500 rxns
(@) M0494 Q5% Hot Start High-Fidelity 2X Master Mix 100 / 500 rxns
o M0493 Q5° Hot Start High-Fidelity DNA Polymerase 100 / 500 rxns
M0480 OneTaqg DNA Polymerase (5,000 units/ml) 200 /1000 / 5,000 units
M0482 OneTag® 2X Master Mix with Standard Buffer 100 / 500 rxns
M0484 OneTag” Hot Start 2X Master Mix with Standard Buffer 100 / 500 rxns
M0486 OneTag® Quick-Load 2X Master Mix with Standard Buffer 100 / 500 rxns
MO488 g:fef';?d@ Hot Start Quick-Load 2X Master Mix with Standard 100 / 500 rxns
MO509 OneTag® Quick-Load DNA Polymerase (5,000 units/ml) 100 / 500 / 2500 units
E5310S OneTaqg” RT-PCR Kit 30 rxns
E5315S OneTaqg® One-Step RT-PCR Kit 30 rxns
E6560 ProtoScript® Il First Strand cDNA Synthesis Kit 30 /150 rxns
M0368 ProtoScript Il Reverse Transcriptase (200,000 units/ml) 40007/ 1ouon?tos/ 40,000
M0253 M-MuLV Reverse Transcriptase (200,000 units/ml) 10000 / 50,000 units
E1700 WarmStart®LAMP Kit (DNA & RNA) 100 / 500 rxns
M1800 WarmStart®Colorimetric LAMP 2X Master Mix (DNA & RNA) 100 / 500 rxns
72 M0380 WarmStart®RTx Reverse Transcriptase 50 / 250 rxns




Colorimetric RapidLAMP 2X Master Mix
with UDG

Simple, one-step solution for Loop-Mediated Isothermal Amplification (LAMP)
of DNA or RNA (RT-LAMP) targets

Product Features

- ZE2 =10 HESHA AZHe = ZX|(purple = blue)

- Master mix0ll UDG2} dUTP7Zt Z&E|0| wXt 2H (carryover contamination) Za
- 2 59| InhibitorsOllA= Z& st M5, reverse transcriptase &4 SCH

.« Crude MZ 80} ofL|2} purified DNA or RNA MZ0||E &2 sensitivity

- Hydroxy naphthol blue (HNB; metal indicator)Z 0|2%t end-point H|A A=

- PKT RGB Reader device : iit2 1, ZHHsHH Metst 4% 7ts

- Heat source?|0f| F7t&H| 22L, PKT Mini-Dry Bath A%,

Negative reactions are indicated in purple and positive reactions are indicated by change to blue.

£
@
wid
L
>
7}
24
)
o
o
o3
24
)
o

PKT Mini-Dry Bath PKT RGB Reader

Ordering Information

Cat. No Product name Conc. Size
RL1000-01 100 rxns
RL1000-02 | Colorimetric RapidLAMP 2X Master Mix with UDG 2X 200 rxns
RL1000-05 500 rxns
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Custom gPCR Probes & Custom Oligo

Svynthesis : LGC Biosearchtech

LGC Biosearchtech2 BHQ quencher & some fluorophores?| BI
0 HUAIZM =2 ZZ9| oligos B MH|AE 2F38t1 ASLICEH

Custom qPCR Probes

Ch20] Probe type Ol FEo| TS NBSHXIZH A% SE AU HHo| tat

SEARCH' ¢z
=/

TECHNOLOGIES \

GENOMIC ANALYSIS BY LGC

|AXQl Probe TechnologyE M

EHSHO] Z|Xotoliof LT HAF ZHE 7|0l CHFSt Probe typeE Aot 27 Atddof| St S48 2EE + A=E LGC

Biosearch Technologies?t o E&|Zl&L|Ct

BHQ™ Probes

- Dual-Labeled Probe for Standard gPCR Assays

- Dual Purification0| 7|2 HZE|0] High-purity2| Probe 40| 7}5.
(Reverse Phase HPLC + Anion Exchange HPLC)

- Probe length : 20-30 bp

BHQplus™ Probes

- gPCR Assays % SNP Genotypingd| £|Xz}
- Modified C & T nucleotidesE E8ff TmS &S0 Z0|7} e MEof| XX}zl
HE

- Probe length : 15-25 bases

BHQnova™ Probes

- gPCR Assays, Gene Expression, CNV Assays

- Double-quenched gPCR Probes : Internal quencher (novaquencher)Zt
5’ reporter dye®t 3° quencher AO[0f| 221Z|0] quenching
BIE 2RSS reporter signalE SAM|Z! ®IE

- 40|17t 21 Mol X[ =3tE HE

- Probe length : >25 bases

MGB Probes

- MGB2| 20| 2|5l target-probe?| QPYe7} ZOIX|H TmS 3 A| &4t
AH SNP/mismatch discrimination2 7iA

- 3' ZTtOl MGBE melting temperature(Tm)2 0 F= S
ME9| Probe B40| 7ts.

- MGB probes?| gFAtEl quenching 282 backgroundE w211 reporter
signal2 &4 AIZI JIE

« 1SO 9001 (RUO grade) / ISO 13485 (cGMP grade, diagnostic grade)
HNE S M IHs

Locked nucleic acid (LNA) probes

- SNP genotyping, gene expression assaysOllX Mast TmZHO| 7ts
« locked nucleic acid (LNA) oligonucleotidese ribose?| 2’ AtA 21Xt} 4
EtA 2IXIZE methylene bridge2 HZSIH C3’-endoHERZ “locked”
Zl modified RNA E7|
« ZFLNA insertion2 probe-target duplex2 TmE 2-8°C Z7IA|AH Zo|7} He
ME2| designO| 7ts3t MY specificity®t assay sensitivityS JHMAIZ] HIZ
+&2 quenching 882 background& %311 reporter signal2 &4 AlZI ®HE
«A-T rich sequencesd| Targeting

o
OF

f

2

Xk
EL|

ro

5 Fluorophore 3 BHQ

e— o

2030 complamantary bates
0 the larget Sequence

5' Fluarophsre I BHO

e -0

1526 complemanian bases
b fhes Byl sequencs

5 Fluorophone ¥ BHG
ol e
=25 complemeniary bases

1o P e SETENCE

= Flusrsphars M groos T Duercha
e e mmrg' PEDHD dym
EATT T
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L
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o
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Custom qPCR Probes & Custom Oligo
Svynthesis : LGC Biosearchtech

BIOSEARCH [%_

TECHNOLOGIES \

GENOMIC ANALYSIS BY LGC -

Molecular Beacon probes

- Molecular Beacon probest Probe?| &% 20| A=2X0l ME
(5-7 nt)0| Z&SIH stem-loop (hairpin) +EE &MHstH Reporter 2f
quencher?Zt 2F8HA| £/ quenching 80| &2 Dual-LabeledProbe HZ.
. Stem-loop YEHQ| =2 E0|MoZ 21810 SNP/mismatch discriminationoi| 04X
+ 7|2 Dual HPLC M=

Scorpions™ Primers s tomme

. Scorpions™ Primerse StLIC| £X10f| Primer2t ProbeZt 288t 3’ 0ll= Primer,
5 0ol stem-loop X7t EBHE0] U= HIE.

- unimolecular HFLIEE E3l|l PCR cycling 0| enzymatic cleavageZt
TQBIK| kot A&t real-time PCR, endpoint PCR, SNP detection,
gene quantification0| 7}s.

- Stem-loop HEHQ| =2 E0|HOZ Q1510 SNP/mismatch discrimination0i| O A

Custom Oligos
LGC Biosearch TechnologiesOld= SHCE HR F2 22|11 &4 7[7|8 A5t FHe|ot Nucleic Acid SEX|2f
£ 82|10 4 blocks2Z =2 EZ9| Unmodified oligos, Modified oligos, DNA/RNA hybrid M€ § 2E 28

Ofol| A= HEH A8 22|15 HMBdta ASLICH

E
=
=
=

< 1ISO 9001:2015 215 EZ! 22| A|AH!
- 100071 O|&te| 44! g4

« DEZH9| complex oligos M& s ¢
- Dual HPLC £ salt-free 7HX| CtFot Hx| BHAlS X3 6to] Mefet M2 MEHo| 7ts

£
()
)
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>
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Standard synthesis scales

« 50 nmol (small)
« 200 nmol (medium)
- Tumol (large)

Oligo purification

LGC Biosearch TechnologiestlAl= Dual HPLC 2E{ salt-free 7HX| Crst Hx| galS
HZsto] xeret gte] Mefo] FsBiLick

75



Dual-labeled Probes

Oligonucleotide type Purification Typical purity
Small Scale Probes/BHQ Probe Dual-HPLC: AX+RP 85%
Small Scale Probes/ValuProbe RP HPLC 80%

Large Scale Probes Dual-HPLC: AX+RP 90%
CAL Fluor/BHQ Probes Dual-HPLC: AX+RP 80%
Quasar 670/BHQ Probes Dual-HPLC: AX+RP 75%
BHQplus Probes RP HPLC 70%
With Wobble(s) RP HPLC 70%

Single-labeled probes

Oligonucleotide type Purification Typical purity

5' Labeled Probes RP HPLC 75%

Primers

Oligonucleotide type Purification Typical purity

Small Scale Primers RPC N/A

Large Scale Primers RPC 70%

AX Purified Primers AX-HPLC 90%
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Stellaris RNA FISH : LGC BIOSEARCHTECH
Stellaris™ RNA FISH £ BIOSEARCH

PCR, DNA FISH, IHC, IF & t blottingzt Z227|& 7|=2t M5
q O;ﬂ: western blottingzt Z | [ESES| TECHNOLOGIES

o O MHE fl2st A ol
0|'0:| E-I Ll-'_ SES X-HOOE B M':'Lll:l-' GENOMIC ANALYSIS BY LGC

.....

Spots/Cell

I

Megative  Fositive Experimenta

ERBB2 (Red), AKT1 (Green), phosphoAkt Protein (Blue)Human
HCC1954 breast cancer cellsPhoto Credit: Sunjong Kwon

Custom Probe Sets

- 22}l 7|Hto| Stellaris Probe Designer £ 0|238}0 customized
- 5 nmolQ| pooled oligos M& (200-400%| £2F %|Hs}0| w2t CHE)
. Target & Z|cl| 4871 ¥ probes

DesignReady Probe Sets

- A3 20t =2 targetsE AFHAIE A 8l S E
- Human, mouse, rat 2 7158, Fruit Fly, Zebrafish 3 O[X4Z7HX]|
- 5 nmolQ| pooled oligos H&

ShipReady PrObe Sets Arabidopsis thaliana root meristem tissue.

. PP2A mRNA (red), FLC mRNA (green)
. Positive control& probe sets

- Human, Mouse, Nematode, Fruit Fly, Yeast €
- 1 nmol 2| pooled oligos H|& (2 40-80%| £2)
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Stellaris Buffer Sets

. Stellaris RNA FISHO|| O] &&Ql buffers &
- Backgrounde= £0|1, signal2 &0 high quality HIO|E 2I&
- Hybridization buffer, Wash buffers

Image of simultaneous Stellaris RNA FISH and
immunofluorescence assay. HER2 mRNA molecules
(green), protein marker HER2 (pink),DAPI (red) in human
SK-BR-3 cells
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PCR & qPCR Reagent : PKT & NEB Products

PKT QuantiSpeed qPCR & RT-gPCR Products
Product Features

- Rapid extension rate: X£7| Ct Zt9| 2 ZIIE82 A&t A=

- Market-leading sensitivity : £|10 £&9| Sensitivity

. Specific amplification : GC-rich sequences 5 2%t template| Mt Z=
- Compatibility : 2E standard real-time PCR 7|7|2} 2t

QuantiSpeed Performance

B2MG1

Thermo PowerUp et s == BioRad SsoAdvanced yn-="

A

Promega GoTaq

E Temperature(°C) Temperature(°C Temperature(°C)

()

wid

(7]

>

(7))

(24 o

8 Quantispeed 2-step SYBR Mix Competitor

(o) .

o3 Product Information

24 Cat. No Product Name Size

O

0 QS105 QuantiSpeed SYBR No-Rox Kit 2/5/10 mL
QS5 QuantiSpeed SYBR Low-Rox Kit 2/5/10 mL
QS125 QuantiSpeed SYBR Hi-Rox Kit 2/5/10 mL
QS775 QuantiSpeed Probe No-Rox Kit 2/5/10 mL
QS745 QuantiSpeed Probe Low-Rox Kit 2/5/10 mL
QS735 QuantiSpeed Probe Hi-Rox Kit 2/5/10 mL
QS815 QuantiSpeed HRM Kit 2/5/10 mL
QS155 QuantiSpeed SYBR Low-Rox One-Step Kit 1/5mL
QS165 QuantiSpeed SYBR Hi-Rox One-Step Kit 1/5mL
QS785 QuantiSpeed Probe No-Rox One-Step Kit 1/5mL
QS775 QuantiSpeed Probe Low-Rox One-Step Kit 1/5mL
QS765 QuantiSpeed Probe Hi-Rox One-Step Kit 1/5mL
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PCR & qPCR Reagent : NEB Products

Luna® qPCR & RT-gPCR Products

Product Features

« gPCR or RT-gPCR %|Zg}

- lintercalating dye or probe-based detection
- Rapid, sensitive and precise real-time qPCR performance
. Compatible across a wide variety of instrument platform

. Blue visible dye assists in tracking the reagents : I|TIE! of|2{ gtX|

Luna qPCR & RT-QPCR H|E AEH 7jo|=

Genomic DNA

Select
oo or cDNA

your target

Purified RNA

one-step
RT-gPCR

Two-step
RT-gPCR

RNA from
cell lysate

- Cell lysis, RNA release, and genomic DNA removal 2tE7IX| 158

Select
detectionmethod

Dye-based

Luna® Universal
gPCR Master Mix
(NEB #3003)

Luna Universal
One-Step RT-qPCR Kit
(NEB #E3005)

LunaScrip RT® SuperMix
(NEB #E3010/M3010)

4=

Luna Universal
gPCR Master Mix
(NEB #M3003)

Luna Cell Ready
One-Step RT-qPCR Kit
(NEB #E3030)

« LISt cell line & H12 H2|9| M £~ (10-100,000 cells)d|A HE

oFo| (High-throughput) MZ 7}

o MZ A0 X ASIE |ow cell inputo]] 2aHH
22 S, A=20]|A cell lysis

Probe-based

Luna Univeral Probe
gPCR Master Mix
(NEB #M3004)*

Luna Universal Probe
One-Step RT-gPCR:

« Kit (NEB #E3006)

« Kit (No ROX, NEB #E3007)

« 4X Mix with UDG (NEB M3019)

« 4X Mix with UDG (No ROX, NEB M3029)

LyoPrime Luna Probe One-Step
RT-qPCR Mix with UDG (NEB #L4001)

LunaScript RT SuperMix
(NEB #E3010/M3010)

4

Luna Universal Probe
gPCR Master Mix
(NEB #M3004)

Luna Cell Ready Probe
One-Step RT-gPCR Kit
(NEB #E3031)
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Cat. No Product Name Size

E3932S Luna® Cell Ready Lysis Module 100 rxns
E3030S Luna® Cell Ready One-Step RT-gPCR Kit 100 rxns
E3031S Luna® Cell Ready Probe One-Step RT-gPCR Kit 100 rxns

« 1tubelf cDNA EMofl 2ot 2E MHME random primer, oligo-dT, dNTP, RNase inhibitor,
Reverse Transcriptase S0| Xgt

« 132 : first-strand CDNA &4 Azt

- Thermostable Luna Reverse Transcriptase : 8& gt

Cat. No Product Name Size
E3010 LunaScript® RT SuperMix Kit 25/100 rxns
E3025 LunaScript® RT Master Mix Kit (Primer-free) 25/100 rxns
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ENDURO™ Gel Documentation System

Product Features

Labnet=

. HEds | o Xt
XEst 7tH9| Gel doc ME EHH| Labnet International, Inc.
- 512 field of view : 20 cm x 24 cm

- Capture software0|A] annotation X|@

- ZHHSH 2F 0 AL Hold

Specification
Camera 5 MP (2592 x 1944), scientific grade sensor
Lens 8 mm, F 1.4 hands free lens
Cabinet Built in UV transilluminator with safety cut-off switch
Dimensions (cm) | 34.6 x 31.1 x 68.6
Weight 21.4 kg
Cat.No Product
GDS-1302 ENDURQO™ GDS with a 302nm UV transilluminator ,
GDS-1365 ENDURO™ GDS with a 365nm UV transilluminator =
GDS-12018* Clear Gel Tray
GDS-12019* White Light Conversion Tray
GDS-12020 Blue Light Conversion Tray

* GDST 38 MIZ

CHEMISOLO : AzureBiosystems
Qzure

biosystems
Product Features
- Femtogram ZE 2 &2 dhed izl 24%|
- Pixel Z3}E &X| 8l Md S& He| SChst
. Coomassie blue or silver stain 0|0|X| 2CHs}
« AOIEEO|Lt EHEEIS 0|23 MO 7|5

Specification
Parameter chemiSOLO ——
Detection 6.29 MPx back-illuminated sCMOS camera
Pixel resolution 48.8 Qm
Wide dynamic range 16-bit image output with 3072 x 2048 resolution
Cooling Multi-stage Peltier cooling, -40 °C below ambient temperature
Field of view (FOV) 10.0 x 15.0cm (4.0 x 5.9in)
Binning Four modes: 1x1, 2x2, 3x3, and 4x4
Unit dimensions (W x H x D) | 29.2 x 22.2 x 43.2cm (11.5” x 8.75” x 17.0”)
Weight 9.1kg / 20lbs
Power requirements 100-240VAC, 1A; Single Phase; Consumption: 60W
Connection It_ai]ct:)elgts’e;rfneog?lztg;iiizftware controllable through user’s computer,
Certifications CE RED, CB scheme, cTUVus, FCC Compliance Certified
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Azure’s Imaging Systems

Product Features

- FHH|4 PR ®, A|0| =R HE[0|M FH|
« AFFO|| [Lk2} Gel, Chemi, RGB, NIR 7t
« MR AIAOZ HAT|0|E Tt
- FHH|ul BH| & FLUSHA Laser-NIRS ZH4t
Crekst application 7ts
« FO.95, Real 9.1 M pixel & 16 bit CCD (< Azure 300-~)

Specification

200 280

azure

biosystems

Qzure
ERcist T

300 400 500 600

Image

Resolution 5.4 MP 6.1 MP

9.1 MP

Cooling -

-50 °C regulated cooling

Image Bit
Depth

16 bit

Trans WhiteLight

yes

UV 302 nm & 365 nm

yes

EPI Blue

yes

Visible Fluorescent Westerns

yes

NIR Westerns PP

yes yes

Standard Filter

Compatible with : Ethidium Bromide, SYBR” Safe, Coomassie Blue,
Stain-Free™ and others

Filter Wheel 7 posit.ion 3 posit.ion 7 position motorized filter wheel
filter slider|filter slider
Computer Tablet computer : Option to control system through external PC
Upgradeability Yes no yes yes yes
Analysis Software Yes

Compatible Dyes

Alexa Fluor® 488 546 555 633 647 680

Ethidium Bromide

Chemiluminescence

GelStar®

Coomassie Blue

RDye"® 650 680LT 680RD 700DX 750 800CW 800RS

Coomassie Fluor™ Orange

Qdot® 525 565 585 605 655 705 755

Cy2 Cy3 Cy5

Silver Stain

Deep Purple™

SYBR® Green Gold Safe

DyLight® 488 550 633 650 680 755 800

SYPRO Orange Red Ruby Tangerine

ECL Plex™

OTHER DYES ARE ALSO POSSIBLE.
COMPATIBLE DYES DEPEND ON YOUR SYSTEM

CONFIGURATION



Sapphire FL Biomolecular Imager

Product Features
- CroFst ai|0|x U TEf obg =3t
Za|3j0| M B&

IlES

rot
o 2

Dynamic range (EDR)
=0 M2 =2 nizte

IT— 0O

i
Mt

< CHero{ 22|30l of >

Specification

Parameter

Azure Sapphire FL

Detection modes

Fluorescence, phosphor imaging, densitometry, and
chemiluminescence*

Detectors Confocal scanning with lasers and PMT or APD detectors
Pixel size 5,10, 20, 25, 50, 75, 100, 150, 200, 500, 1000 Qm
Supported wavelength range | 375 - 900 nm

Excitation range 375 - 850 nm

Emission range 380 - 900 nm

Maximum field of view (FOV):

25cm x 25 cm

Z-plane focal range

7 mm; minimum delta 0.0lmm, from -1 mm below the glass to 6 mm
above the glass

Standard optical modules

Solid-state laser diodes emitting at 375, 488, 532, 638, 658, 685, and
784 nm. Phosphor Standard Optical Module available.

Custom Optical Modules

Custom lasers and filters are available upon request to provide
exceptional research flexibility.

Wide dynamic range

24-bit

Clearance from platen to lid

4 cm

Animal imaging

Yes, with 5 built-in anesthesia ports compatible with standard small
animal anesthesia tubing

Unit dimensions (W x H x D)

63.0cm x 399 cm x59.3cm/24.8” x15.7” x 23.3"

Weight

43.5kg / 95.9 Ibs

Power requirements

100 - 240 VAC 3 10%, 50/60 Hz

Connection to computer

Fast LAN (Ethernet) cable

Certifications

CE, cTUVus, CB scheme
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Auzre Sapphire™ Eraser

Product Features

. 25x25cm 7HX| 7Hs$F Phosphor screens Eraser
- C}ASE phosphor screens 1} %t 7ts

- A\F23817| Mt Drawer & Interface

Efficient and Effective

- LED arrays at 625 nm are optimized for release of stored energy

within storage phosphor screens.

Specifications

Parameter

azure

biosystems

— ;‘r

Azure Sapphire™ Eraser

Standard system configuration

LED arrays at 625 nm optimized for release of stored energy within
storage phosphor screens

Compatible phosphor screens

For unmounted phosphor screens only: BAS-IP MS (multipurpose
use): BAS-IP MS 2025) BAS-IP SR (high resolution): BAS-IP SR 0813,
BAS-IP SR 12.7 x 12.7, BAS-IP SR 2025 Unmounted GP (multipurpose
use): Unmounted GP

20 x 25 cm

Hardware specifications

LED array emitting at 625 nm optimized for release of stored
energy within storage phosphor screens

Average light of power 18W/cm2

Erasing time 10 - 60 minutes (10, 20, 30, 40, 50, 60)
Tray size 28 x 25cm

Dimensions (W x H x D) 31x84x43cm

Weight 7 kg /15.4 lbs

Certification CE

Power requirements

Related Product

Catalog

100 - 240 VAC 310%, 50/60 Hz, 100W

Product

151027 ‘

Sapphire Biomolecular Imager - PI



Western Blot Detection Reagent : Advansta

WesternBright™ ECL&Spray

« O et Mz M7
18 d= 47l c:dvons’rc:
O E2UiE
- M2 &9 protein YKl s
- antibody Conserving (10tl 04 3| A) :::
* Recommended for X-ray film 12y
38y
K-12045-D50 500 ml 19eg
K-12049-D50 500 ml ”:‘,

Prirmary Amitsdy me i ‘.{‘N
Sevesdiry Astibedy  L50000 100000

WesternBright™ Quantum

- D1 52 background signal
- 22l 7H= A= AI7|
x Recommended for CCD imaging

K-12042-D10 100 mi
K-12042-D20 200 ml

WesternBright™ Sirius

. Advansta HRP substrate & 7t& =2 21zt
. QEf| 7H= AlS A7

- D1 %2 background signal

- HEFEol Mz A7

x Recommended for CCD imaging

K-12043-D10 100 mi
K-12043-D20 200 ml

WesternBright™ ChemiPen

Met 3k Improve accuracy
= = IDE EFAOE blotof] HEA|

- HRP substrate stability 2!

- X-ray filmZ} CCD imagers 250 A& 7ts

9|
of

n= nx
not oot

(7]
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(24
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R-07055-001 \ EA

WesternBright™ Visio

- M7|9% 0| ZA| protein band &9l 7t

- =2 UL (2|2 10-20 ng7tX| detection)

- reducing gel It non-reducing gel 25 A2 7ts
. downstream mass spectrometryd| ML Jts

K-12043-D10 100 ml
K-12043-D20 200 mi
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Azure Aqua™ Vertical Gel Running System

Product Features %M&%

« Quad Mini-Cell :

1-4 712 GelZ (10 cm x 8 cm) SA|0f| @S 7t5, EIO|ES SO 2 HE21 #|2 TI|FS.
« Transfer Cell :

27H9| FHHIEZ EZMAT Jts. FIMESt electrodel| MZZ EAMAT WES £ 7E 7t5.
- Power Supply :

471e EHEXL, S MY, S MF, S MHEE (£ 600 V, 1.2 A, 500 W)

1

Specification
| Yy
Product Quad Mini-Cell Transfer Cell Power Supply
Part number AC4200 AC4201 AC4202

4-gel cell includes 5T mm-gel
combs (10 and 15 wells),
5 spacer plates (1.5 mm
optional),
10 short glass plates,
4 casting stands,

Power supply includes output
range of 5~600 V,
1-1200 mA, 1-500 W,

Transfer cell includes 2 gel
transfer cassette holders,

. 6 sponges, 2 cooling units,
4 casting frames, 5 gel shovels, electrode assembly, tank, and LCD readable voltage, current,

electrode assembly, tank, top lid with wire power, and 4 connections for

lid with power cables, ' electrophoresis and transfer.
and mini-cell buffer dam.
Compatible with mini gels
cassette dimensions 10 x 8 cm.

Product description

Unit dimensions

(72)
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(W X L X H, cm) 13.5 x17.5 x 19 13.5x17.5 x 19 24 x 30.5 x 10
Weight 1,000 g 820 g 2,540 ¢g
Azure Aqua Power Supply Azure Aqua Power Supply
R I NA
ecommended power supply 600 V 600 V
1~4 precast
Number of gels (most major brands) 2 precast or handcast gels NA
or handcast gels
2 gels : 540 ml
Tank buff |
ank buffer volume 4 gels : 1100 m 1,500 ml NA
Maximum gel size (cm) 6.7 x 8.6 7.5 x 10 NA
Typical run times 30~45 minutes at 200 V 1 hour at 55 V NA
Gel cassette size(W x L, cm) 10x8 NA NA
Number of cassettes NA 2 NA
Blotting area NA 75cm x 10 cm NA
Output specifications NA NA 600V, 1.2 A, 500 W
Automatic monitoring of
Safety features NA NA over-voltage, no load,

overload, and short circuit

4 output terminals with constant
Type of output NA NA outputte ais consta
voltage, current, and power
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Protein Electrophoresis & Blotting System :
Cavoy Products

Mini P-4 Vertical {‘y CaVOy

- VE-8001 Mini P-4 Vertical Electrophoresis 4-gel System
(4-gels, 1.0 mm or 0.75 mm or 1.5 mm)

« VE-8002 Mini P-4 Vertical Electrophoresis 2-gel System
(2-gels, 0.75 mm or 1 mm or 1.5 mm)

Mini P-4 Vertical

« TE-3030 Mini-TBC Electrophoretic Transfer cell
includes : Mini P-4 cell lid with cables, buffer tank,
Mini-TBC transfer module,
holder cassettes (2-gel), fiber pads (4-gel), cooling units
+ TE-3035 Mini-TBC trans blot module
includes : transfer module, holder cassettes (2-gel),

fiber pads (4-gel), cooling units 0
e

-\._H g

Mini P-4 Vertical S
o

Cat. No Product E

VE-1100 Short Plate, 5 ea/set o)
VE-1101 Spacer Plate, 0.75 mm, 5 ea/set _8
VE-1102 Spacer Plate, 1.0 mm, 5 ea/set %
VE-1103 Spacer Plate, 1.5 mm, 5 ea/set (0'd
VE-1200 Comb, 0.75 mm, 10-well, 5 ea/set 'la
VE-1201 Comb, 1.0 mm, 10-well, 5 ea/set E
VE-1202 Comb, 1.5 mm, 10-well, 5 ea/set c
-

VE-1203 Comb, 0.75 mm, 15-well, 5 ea/set ()
fd

VE-1204 Comb, 1.0 mm, 15-well, 5 ea/set 8
VE-1205 Comb, 1.5 mm, 15-well, 5 ea/set ;
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Automated Western Blot Development:
BlotCycler™ Touchs

Product Features

- Western blot membrane Xt& washing ZH|
- 7|20 AMBSHH AZE (buffer, membrane, antibody §)
2 JE M8 7ts
- ARZSHE A =2 JiE AR
-+ AF2%t primary antibody= X592 |4
- OFZt A|IZH2 EE310] blotting AIZH2 AR EA =
- %|tH 67tX| 2t7| CH2 primary, secondary antibody At 7ts
- Lot membrane A 7bs (mini, midi 401X 6% 7HX|)

Specification

- Input Voltage : 100-240V AC (single phase)
- Power frequency : 5.0A max Polyurethane trays and tank
Delta: 3 ml - 5 ml per chamber : 4 cm x 10 cm
Mini : 8 ml - 25 ml per chamber : 10 cm x 8 cm
Midi : 13 ml - 40 ml per chamber: 10 cm x 15 cm
« Dimensions : 35 cm W X 34 cm H x 42 cm D (with mini tray)
- Weight : 12 kg

Automated Western Blot Development:
BlotCycler™ Mini

Product Features

- Western blot membrane XS washing ZH|

« 7|1Z0]| AI2otH A2 E (buffer, membrane, antibody )& 2
A8 7ts

- ALZSHE AR = O E AR

« AF2%t primary antibody= X522 3|4

- OFZH A2 E8310] blotting AlZHS AIREH =X

- X|c 27tX| 27| CH2 primary, secondary antibody A 7ts

- 2| 2Z29| blot2 SA|0|| processing 0| 7Hs

Specification

-Input Voltage : 100-240V AC (single phase)
e Input Voltage : 4.0 A max
Delta : per chamber: 4 cm x 10 cm
Mini : per chamber : 10 cm x 8 cm
Midi : per chamber :15 cm x 10 cm
Mega : per chamber : 30 cm x 10 cm
* Dimensions : 44 cm W X 30 cm H x 26 cm D
* Weight : 6.8 kg



INSTANT NanoBiosensors INB-D200

Technology Features INSTANT

_ _ , NanoBlosensors
- Fiber Optic Particle Plasmon Resonance (FOPPR™) Technology

3M =% L@ = ELISA, SPR CHA| Label-free ZX|7|&

- BX 2M22 B[S T2H BH0| BRAEH IS AL SEH BYQE
STpSH FUAYe| BYUAES ZHoI0] AIBLIS| SHENSC| U2 FHBLICL

£
£
E
- Label-free ZX|7|& : ELISAS| UM A HASH 5 2 L ﬁ
TQglo| Crot 217t 2o S ZXRIYLICE olESH, Sal-2H|, '$)
CHETIASZLR CHME-a|7te Sk hybridization, SISt X S -
S guict. o
- §2 AXSEHY (pico- to micro-g/mL) : ELISA, SPR \‘(/ . l >
HLC} S92 dynamic rangeZ sk A|22E 20|12 AE
THX| &M, =510 ZHEILICL ELISA Z% (Enhancement ELISAS CIEIFOPPR §
Assay)Q| A2 femto-g/mLO| 7FsgtL|Ct.
06 | LOD: 8.2 pgimL 14
"Quantification of tumor necrosis factor-a and matrix = ] - B, 12
metalloproteinases-3 in synovial fluid by fiber-optic E: ' ¥ - ¥ 10 E
particle plasmon resonance sensor.” E 03 P ; i} 08 <
Analyst 2013, 138, 4599-4606 E’- 04 ¥ L d 0.6 3‘3\
iﬁ || o e 5
 SCHIE ZABEE AR SY S 23t Hel7ix| 4 AlZiol ol A cusa o
Zd2|= ELISAO H|sH Z|CH 15& 7t Z2utE MA|Zte= 12 + - - — — 04
%‘I.O‘J%H_ll:l_ -11 -10 -9 ] -7 -6 5

loa | ThiF.a 1 tafmll

- 2F HFAH
- KD AHlAL: UBo| 55 EEAIRE A2 TS AIR2EE & W o
dissociation curve&® gi0| HIE KD HWHA+E HSLICL ELISA >5412H| et et et ‘ o ‘

D200 <152 F%PXER
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SX MSXIR BM7| : Creoptix WAVEsystem

Creoptix

Malvern Panalytical

WAVE core

Bh ma] Mol Chs

(=] =x=
AR 2 28 8 5

WAVE sampler

£|CH 7687 442 BT 3
core 7|7|2 Xt& FYUA7|=
[e:1=13

gt

WAVE control

WAVE chip
RS 75 o 24 98
2y e 2mg s AR
22E
Product Features
- DZE9| GCI (Grating-Coupled Interferometry) 2410 23 AT 22 24
- Noise < 0.01 pg/mm?2 (1 pg/mm2=1RU)
- E}2ll chEol| Agtste ok W2 (Screening)
- 2%=Z9| Affinity, Kinetics (2X 4% &&)2 &M 24 (Characterization)
- GCI MM EHo| 2% Zg g3 MSE Hh2 5lo| CHE Ylat oLt 7HY
s o 9|4to| HotE
- S A U2 ™ 29| A|ZtE 2|4 M3t (phase-shift) € 22 2
HIS ofO 2 XXt
—_Oo O— |Toa-.

- AAZICE J7|EEl sensorgram2 Solf AZEQ|0{0f Qs EE ATEE
E4M (affinity, kinetics)2 Atz L7t a5t

Chipat 23 Zgturg GCIHIA SIARE 5 87 4og 24

B tHEE (Ligand) 2t= (analyte)

Steady state

7 ¢
VAN
—> i ;Ir \Disso:iation
",
x )Associatucn \
J "_"‘-—-.
|- -| Time (s’
X
O

- waveRAPID EMYHOE & 1 MY Tts
X =

-1,056 74 MES 2 ALY



5 8

=l
R
y
)

Surface Mass (pg/mm®)
Pk gt
= =

0 1w 20 30

Time {s)

Multi-cycle kinetics

= waveRAPID 24 gty 5 A p
= =
HFEH THEY N 8l 5= &H| 182 671 84 sk FH|
cd 13| FQsto] 1 20t A= 6 3| FYslod 1 Zxt A=
1,056 7§ MZ 2 49 =
At (16 HY O|AF A|ZF EFX) 10564 #2358 28
o H|1 WAVEdelta 220{M2H 7Hs -

waveRAPID (Repeated Analyte Pulses of Increasing Duration)
40 50

7bs3t CreoptixAte| E3] gHHQIL|Ct.

+ .. E0| Bf35|X| 4= WAVEchip (£2F)

- mxteHo| 9t

- Acetonitrile, 15E9| DMSO £

- Ot MES 018

Product Specification of WAVE system

st O{E2|AH0|ME ¢
- Crude sample (84 £&=g&, &H|, Ho[2{A
- X EXtH/EH 2to|=222], o] =Tt

1 22 /XA - 00|22 WE gl= Tt

o| Zoofl ths

off Crfst THO| MIA & 2ol
-, Blol2I2, 2|, of er)
£2 31212, 1000 nm7txI2] YRl i

Application Field

models WAVE-2ch | WAVEdelta-4ch N\
Technology GClI [ I| Membrane
Baseline noise < 0.01 pg/mm2 (at 1Hz) \ J Proteins
Baseline drift < 0.3 pg/mm2/min ! " ) /
Readout Frequency 1,10 or 40 Hz D
Association rate constant ka =102 - 5x107 M7 s (Small molecules)
(ka) ka =102 - 3x10° M" s (Large molecules)
Dissociation rate constant -10%-10 ¢
(kd) Antibodies
Equilibrium constant (KD) 1pM-1mM
Flow rate 1- 400 pl/min
Crude Sample Yes
Sample concentration no lower limit .
Molecular weight Detection no lower limit a
{ _“_;4,'1 \
Required sample volume Injection volume plus 15 - 50 QI (application dependent | T TR \ .
q P j p Ql (app P ) : ! i’:-‘. Proteins
Sample Injection volume < 450 Ql, 100 QI typical \ [ “_-i" /
Sample Capacity Maximum 768 samples (48x2/96x2/384x2) \‘-. - ) 4
Sample storage 4 - 45 °C (max 15 °C below ambient)
Automation 120 h of unattended operation ———
e -
Number of flow cells 2, parallel 4, parallel / \
Analysis temperature range 15-40 °C 4-45 °C [ Eﬂ.}u? : Peptides
Running Buffers 1 4 '-.\\ “\J ___.'
waveRAPID No Yes S~

2 single-cycle kinetics™2 7iM35t0{ 1 MEEH1 7l 3|M S0 ZH|SIHE

inity

[T
Y
<
-]
0
-
=)

Q
=
X
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3D Cell Culture incubator : CLINOSTAR ™

Product Features

« Spheroid & Organoid Cell culture incubation system
- Tablet2 0|83st0{ Ha|ot 22| (2|™ £, CO, sk 5 £H 7ts)
- Hypoxia Module X|&
OFFSt Incubation A|AEI (Chamber0f| UV-C beacon & fan0| AX|)
- Z|CH 6712 Cell HIY 7ts
« AAZEELIEZ AAR

70 ONN

tsses CELVIVO

Q804 STRESS-FREE 3D™

Specification
CO-data Decontamination
9 9 ncorporated method UV-C LED (Only when
CO, range [Vol.-% CO2] 0-10% p door is closed) 30 mA
CO2 measurement IR Axels
CO, pressure inlet 0.8 atm Capacity 6 axels
Temperature data Speed range (min-1) 0-100
Temperature range 6 °C 20 °C above Speed Accuracy 1% .
above amnient temperature to| ambient Direction Cloc?kIW|ske e?nd
Temperature regulation 3025 °C anticlockwise
accuracy ' The speed of each axel
individual
Rated Voltage [V] 230 /110
Controller
Powejr frequency [Hz] 50/60 Hz Device Tablet based
Nominal power [W] 65 Communication Wi-Fi. Eth t
Phase (Nominal voltage) 1~ method I=F1, erne
Measures Screen size 10,1
Internal diameter 305 mm Screen resolution 1920 x 1200
Internal depth 80 mm Units to control 50
i i Safet
External dimensions 45 x 42 x 25 cm ' y .
(W x HxD) high-power UV LED Only when door is closed
Door Features
) . Push to open Vertical stacked -

Closing mechanism .

° mechanism configurations Up to 3 units
Monitoring Cluster configuration | Up to 50 units

6 cameras placed
Cameras opposite to
each axel
) opposite to each
Camera resolution axel
Related Products
Explanation

CLINOREACTOR™ %™ 2| Spheroid, Organoid H{2F0f| S| X|Zt=l Bioreactor
CONTROL UNIT CLINOSTAR™E Z=H, &A|Zt BLIHZE St=
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3D CellCulture with microwells :
SPHERICALPLATE 5D

Product Features

- UG EESHE AH20|E HY

- F7t 28 M2| HQelo| HIZ A8 Tts

- Z0|ES X|C 90007HS| AHZ0|=E HA |, W HE AE JtHs

- Cell seeding = 7} d&l22| BHA|7} HRHX| bs

« CHeksH a0l 8l co- culturing of mixed cell HIY 7Hs

- COC (Cyclic Olefine Copolymer)Z2|0|ER 8 I22EQl= 0|0|& Jts

» Technical
Properties

Spheroid size is controlled by
initial seeding density

Sharp borders prevent
settlement of cells on an area
other than microcavities

Uniform spheroid formation

Micro structured well bottom:
750 micro cavities per well

Plate made from COC for
optimal imaging properties

Cellculture

Specification
Number of Microwells Volumes / well
Theoretical max.
Per well 750 3.0ml
volume
Per plate 9000 Working volume 0.5-2.0 ml
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Automated live cell imaging system :
Celloger Nano, Mini Plus, Pro

Product Features

- 5 S (Green & Red) SA| 2 7H5(ProAlHIEEA|)
- Bright field imaging % Fluorescence imaging
CHM A (Green or Red) G 7ts
- Compact size Standard CO,incubator0i| &# €& £ Q= Alo|=
« Multi-Position Imaging@ 2 %[t 96-well 7HX| Multi-point imaging
7ts
celloger Nano

- CIFSH M| HiQF 27| S8Hs(Well plate, Petri-dish, T-plask, Slide)

celloger Miniplus

- 0{2{ Imaging methodsE 0|830f Time-lapse ¥ 7t @D colloger Pro
(Z-stacking, Stitching, Auto focusing)
«2X, 4x, 10x THX| B MEH JHs
Specification
Products Nano Mini Plus Pro
Bright field imaging o
Fluorescence imaging Green or Red Green or Red Green & Red
(green or red)
oL 2X,4X,10X
o Magnification 4X/10X 4X/10X (User interchangeable)
i
= | Auto focusing system o
L~
- | Z-stacking o
L
T’ Stitching X o
O Multi-point imaging X o
o

Time-lapse imaging

Well plate up to 96

Flask, dish, well plate,
well, flask, dish, slide

slide Flask, dish, well plate

Culture vessels

250 x 338 x 412 mm

94

Dimension(LxWxH)

211 x 146 x188 mm

226 x 358 x 215 mm

Weight

3.2kg

5.6kg

9.6 kg




ICCP (Interactive Co-Culture Plate)

Product Features

- 2= JHLIXIR} o|tCHSte| Takeo Shimasaki M2 : JHgt
< MZZOll A 2H|El QIXIIF 87| ALO| HEIE E1tst= £H 0|

09¢ NE

indirect co-culture {2 27|

- HIY B U 87| 25 87|UH NI 2HE0| 4|3,
- F 87| 2F 22 HE AIZBOR L2 87| [HE AFZoR Qo Hg
- 7t UHE st AI(FHAT7| Y L) Foto 77|%—1‘—

- MEZYUETt 52 A0 2H[QIXIS| 87|7H 0|52 WollstR|

« 22X 7|0 H|8 £ exosome 0|SUE

271ef 2

Cellculture
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Specification

Product Cat.No Component

A B 10x HEY

B 2YE

ICCP Well A (PS) 2 EA
(Interactive Co-Culture 2501-02AB Well B (PS) 2 EA
Plate) Docking plate (PS) 1EA

Cap (PP) 4 EA

Lid cover (LDPE) 4 EA

O-ring (VMQ) 1EA

HPACE Sx BST

g1 Dy

C-Body (PS) 2 EA
C-Body
2504-02 _ri
(Connector for Horizontal O-ring (VMQ) 2EA
Co-culture plate) Cap (PP) 4 EA
Lid cover (LDPE) 2 EA
Docking plate(PS) 2 EA

18525070 2

ICCP Filter 0.6 um 2525-06 2313 mm
HOIEZEE XH& polycarbonate pore size 0.6 um
HOIEA2tE
&3 50 7 ZE
ICCP Filter 0.03 pm 413 mm
o HotE A EE 2525-003 X4 polycarbonate pore size 0.03 um
5 HOotERRtE
= 189 502 2H
= ICCP Filter 1.2 um 25251 -3 13 mm
O pas] == el 525 XHE polycarbonate pore size 1.2 um
] UnpupetE
O 7 = 149 A Ol O{CHE:
ICCP Adapter 2596-01 44 ICCPS 25 + Bl OfRH

(4724 1CCP &%)
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Mycoplasma Removal Agents

W
Product Features == AR BROWN
Think (Quality & Create Value

- U= IR} o] BtLEtel Takeo Shimasaki w4 : /g 8l E5|E
- MIZLOf|lAM 2H|El QIXt7H 87| AtO| HEE S1tsts £ 0|5H
indirect co-culture H{2F 27|
cHIY E UF 87| R E7|UH NI 2HEO| 4|2,
- 58| 2F A2 HE AIBCRE [IE 87| A AFBoR Qo Jaks | At
- 7t20 ZHE Aot MA(FHIT| U LE)E ot 7|2 = US.
- MIEZZETHES 20| 2H[QIXIe| 872t 0|52 WolstX| ob=.

- 2Ed 27|0f |3} =2 exosome 0|SUE

1o

s T=T—)-

MC-210
0.5 ug/mL ®7t=

172 e

2= Mycoplasma 8 Acholeplasmadi| Ciigt MC-210 & of2] 2429 Ra i XI=2

MC-210 MC-110 Tiamulin Monocycline
Species

MIC MMC MIC MMC MIC MMC MIC MMC

M. orale CH-19299 0.05 0. 0.2 0.39 0.0031 313 0.05 25
M. arginini G-230 0. 0.2 0.05 0. 0.0063 12.5 0.2 > 100
M. hyorhinis BST-7 0.05 0. 0.05 0. 0.0031 0.39 0.0031 0.39
A. laidlawii PG-8 0.0125 0.025 0. 0.2 0.05 > 100 0.05 > 100

MIC/MMC 2 2 128 ~ 2048 512 - 2048

MIC : Minimum Inhibitory Concentration (ug/mL) MMC : Minimum Mycoplasmacidal Concentration (ug/mL)



LHE BN 0] CHSt 00| 2 Z2tA0F M| A= 0t

Speci MC-210 Hid 4 Species MC-210

ecies

P 0 7 14 21 Mycoplasma fermentans PG-18 0.0125

At eiAMlZ-A Mycoplasma salivarium PG-20 0.

0.39 + - - - Mycoplasma hominis PG-21 0.1

0.2 + - B - Mycoplasma buccale CH-20247 0.025

0.1 + - +

0 + + + MIC : Minimum Inhibitory Concentration (ug/mL)

A REiME-B

0.78 + - - -

0.39 + - - -

0.2 + - - -

0.1 + +

0 + +

+: 00| 2EtA0FN - 0Ol0|ZEetAO0ESY

Specification
Product Cat. No Component
MC-210 MC-210 5 mL (50ug/mL)

o
L
5
=
>
[
©
O
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Kk M B F|E

Product Features

- CO2 QIFHIOJE], A4, H, EBI7hA 24| 10| B
- HIEFHL| W 4ASEE 01~15% 2 ZHSIO] Ui 7Hs
- At #iCt.

- MPS A7/ B8 U LB HIG
- O25EE XY

43i0| It

A 28 7ts
Ciefet O2s= #4380l 7ts
- 0| Z2= Xt HEHO| M| BEO| 7},
o Kdta MEHZ AR ZAE OLS
7td @30l &t

clip

58 AR BROWN

Think (uality & Create Value

T -

o i & a F =am

O,0[E{ HI¥L7|, 028 HH| /
goz et
T2 oM AME

- HIZFHL|o =Mz
CO4dME g1

- O,0[HE 21 ot= Mas
Stz ettt

25.
EE

60mm diameter . ° HIL—lXD—lLIQ_I HH%FSE% %Xl% '?—laH (I)_Iﬁ'HIHOIE-IOH
Petri dish Loading L:I .
- L.
Pouclbag a ;
.ps . (V)
Specification =
—
Product Cat. No Component 3
28 KA |E 7Y —
HI'EZML] (WI155 x L330) 20% (V)
NBIONIX-T NBX-1 O, MR | CO, MM 2074 o
- 17L 374
0,0IE] 171
=& KAAT| A
HI'E =ML (W220 x L300) 20%
nBIONIX-2 NBX-2 OHMZHH| / CO, M| 2074
28 24 L 374
0,0IE 174
CHE HMAT|E 74
HI'EZ=MHL] (W250 x L400) 20%
nBIONIX-3 NBX-3 OHMZHH| / CO, M| 2074
28 28 L 374
O,0IE 174
NBX-1s HI'ZZ=ML| (CHY, 30%)
Apz NBX-2s ||__|7:|:|.||__| (E‘g 30I|')
= NBX-3s HILZOIL] (A%, 40%)
NBX-4s O M7 / CO,MMH| (20%)

99



100

Exosome Maximum Production Kit

71 HHQEA|ZT L2 = 0| Exosome Z2Z1t= CIE2A| 210 $8M0|1 7t
°f71| Exosome ‘HAHEF ’<§7fa f%ﬁ | &FLICH EESH ExosomeS CHE ‘HAISEY | @[ CHEFS| M| HiFuE O]
10| Y™ +Z2| MM 7|E CHH| 20t O|&2| Exosome ‘dits 7+SSHA| &LICE.

EN
M
=2
m
x
)
wn
o)
3
= ®
0;
=
rIJIO
Ho
|]j rol-

Product Features

Rapid: Exosome MAtA|ZE EH1520|H S2
Cell Cuiture - Add the EC1 agent
- Wash out the media - Incubate for 15 mins
- Add the EC buffer - Harvest EV-containing

solution

Efficient: 7|ZCHH| =[A 204l O|AN =2 A ALEE

EVsZ4 EVmarkers 7|= Hralo

g Sala 3 WO THRLE 3x10
- . m— | TR =
e — L}
- roa— "ﬁ Zx100 Sucrosa Buffer
- =T "im-u 2
o ol A B 1«0
- - | Al
¥ Sucrose Buffar
i *aMTDA

Sucrosebuffer -+ o+ o+ ¢
eMTDAS (1 phd) - 0+ 4
Shaker (GORPM) - - + -+
Trypainizration - . - * -
EVisalabonSmad8h  1Smm
Chemically Defined media: ZITtst 51etE HI| A2 (Serum-free)
Ordering information
Cat No. Reagent Stored at (°C) Volume Size
EC Buffer 4 100 ml
EVe2301 STOP Buffer 4 eml 10
EC Peptide -20 2mg
EC Buffer 4 200ml
EVe2302 STOP Buffer 4 12ml 20
EC Peptide -20 4mg




IZON : GEN2 gEV Column

Exosome T& SEC (Size Exclusion Chromatography) ZHE AH&3HH
HC} 217 Exosomeg 37| E2 22|& £ QI&L|Ct.

= T M-

9E'| Eﬁ-l %1% (gEV Column 35,70 nmE GMP grade l&LICt)
.'.|. | Ilr ] l%
qEV /|
20nm ! /
.I, "«!
Gen2 24! gEVsingle gEVoriginal gEV1 gEV2 gEV10
Al2ZE(mI) 0.15 0.5 1 2 10
THARE U2E 53| THAHE
=2|me| AFC V2AI2 9 =5 22|
=S INE= M|ZEH{ Qo SEF Ao AEH K| | Ml KM =E S
ALE thes 2ois ozt
1 RNi;EO“ Luer Lock T|&!
T =
- g ™ i i2 i
qEV r'. 4 :f' .'II ; g : .I_i
3 i ¥ i
35nm | f §_.
Gen2 22 gEVsingle gEVoriginal gEV1 gEV2 gEV10 gEV100
Al2Z(mI) 0.15 0.5 1 2 10 100
THALE U3l 5% AR
2e[Ho| AFC V2AIE A 25 22| 2L
A= MNIZHHQF I Gol AEH KM =M MY =5, &S
et iger salg 9st
H _l o O = —
|2 RN'A,‘C;EOH Luer Lock I|E!
T =
- 4
. T J
qEV - o /’ §
70nm (’.
Gen2 28 gEVsingle gEVoriginal gEV1 qEV2 gEV10
Al EZ(mI) 0.15 0.5 1 2 10
THAHE U8 5% MAHE
=2/ AFC V2AI2 8l =5 22| T2
FHAZ NIZZH{ Qo SA Solf AtH M| Xl Ml =2 EHS
21 lige als giet
H = P — [y
|1 RNA,‘C;';EO“ Luer Lock I|&
T -
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7|E} ZH|

AFC V2 (Automatic Fraction Collector) qEV Rack

, ]' - Reliable and reproducible
5l - Ideal for small and large scale use
- Cost effective
- Eliminates human error
-qEVZE ¥ RFIDASZX
348 ST
- O20|E 7HQISt :
-Buffer volume

'PCVE/S ot il At qEV Rack gEV Rack
-HIHE REX| HEX| 2H S (gEVoriginal ) (gEVsingle &)
S

-1.5mL / 2mL SE 1394
-5mL §E 7794

Ordering information

=4 HEY
ICS-20 gEVsingle / 20nm Gen2 - 20 Pack
ICS-35 gEVsingle / 35nm Gen2 - 20 Pack
ICS-70 gEVsingle / 70nm Gen2 - 20 Pack
ICS-20 gEVorignial / 20nm Gen 2 - 5 Pack
ICO-35 gEVorignial / 35nm Gen 2 - 5 Pack
ICO-70 gEVorignial / 70nm Gen 2 - 5 Pack
1C1-20 gEV1/20nm Gen2 - 5 Pack
IC1-35 gEV1/ 35nm Gen2 - 5 Pack
IC1-70 gEV1/ 70nm Gen2 - 5 Pack
IC2-20 qEV2 /20nm Gen2 - 2 Pack
IC2-35 9EV2 / 35nm Gen2 - 2 Pack
IC2-70 qEV2 / 70nm Gen2 - 2 Pack
IC10-35 gEV10 / 35nm Gen2 - 1 Pack
IC10-70 gEV10 / 70nm Gen2 - 1 Pack
IC100-35 gEV100 / 35nm Gen2 - 1 Pack
IC100-70 gEV100 / 70nm Gen2 - 1 Pack
AFC-V2 Automatic Fraction Collector V2
RXTO1 gEV RNA Extraction Kit
RCTO2 gEV Concentration Kit (store at 4°C)
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Image Based Cell Counter : CellDrop

Product Features DeNovix

- W20 M5t Image Based HAQ] MM =2 XS Al FH|
- Slides 10| cell count

- X|%X9| DirectPipett™ TechnologyZ 0|23t Cell Counter
« Three-Channel Image Overlay

- Cell Gating and Cell Size Histograms

- Moot MM =2 20t S

- HD Edge Detection

- Powerful Data Reporting

Specification
Dynamic Range 7 x 10% to 4 x 107 cells/ml
5 pl (high density)
Sample Volume 10 pl (standard)

40 pl (low density)
Brightfield : 3%

Measure Speed

AO/PI: 8.5%

Brightfield lllumination LED 530 nm

Fluorescence lllumination LED 470 nm

an Cadnimmi LF
L. ) AO 530 nm 315 nm =
Emission Filter Q
P1 620 nm 315 nm b
FL-Basler acA2040-55 um c
Camera
BF Basler daA2500-14 pym I g
High Definition 1280 x 800
Display ¢ : TR | l'.'— . (@)
7” color display ol et el
—
FL-Sony IMX265 — & —
Detector ) Y un ()]
BF-Semiconductor MT9PO031
- — Cell Size Histograms enable simple size gating and O
Connectivity Wi-Fi, Ethernet, HDMI, 3 USB port exclusion other cell populations or debris o]
Internal Storage 60 GB ] O
Warranty 2 years whd
g
Products List ]
=
Model Feature <
Cell Drop FL Automated cell counter PBMCs: discriminate between live / dead and
Dual Fluorescence + Brightfield non-nucleated cells.

Automated cell counter

Cell Drop BF Brightfield Only

Advanced Declustering Algorithms embedded
in EasyApps software improve accuracy and
reproduxibility even with the most challenging cells.

EasyApps software comes preinstalled with cell counting and
viability apps for AO / PI, Brightfield, Trypan Blue, GFP, Yeast
as well as powerful tools for creating custom applications.
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Coulter Principle Mini Cell Counter : Moxi Z

Product Features 0

- Coulter Principle2 0|&%t Metstn MHH =2 Cell Counter
- MPI (Moxi Population Index) Zt2 0|23t Cell healthy X2

- Clean bench0ilX ZIEtsHA| A2 Jts

Applications

Cell Counting / Cell Size / Cell Health

Sample Volume

75 ul

Cassette Type M

Dynamic range 4~34 um
Cell Volume 34-20,580 fL

Cassette Type S

Dynamic range 3~26 um
Cell Volume 14 - 4,200 fL

Data Output Formats

.csv format (Orflo MoxiChart or Microsoft Excel)

Weight

0.68 kg

Coulter Principle GoldStandard Cell Counter
: Moxi V

Applications

Gold Standard Cell Counting / Cell Size / Viability

Sample Volume

60 i

Cassette Type S+

Dynamic range 3~27 ym
Cell Volume / Size 14 - 10,306 fL

Number of PMTs

e
1

Excitation Wavelengths

532 nm

Optical Detection Range

561 nm / LP (e.g. PI)

Data Output Formats

FCS 3.1, screen shots (.bmp), CSV

Display

800 x 480 color touchscreen

Weight

3.6 kg

&

Coulter Principle Flow Cytometer
: Moxi Go lI

Applications

Mulitplexed Bead ELISA’s / In Cell Westerrns|in

Cell Protein Quant / GFP / Gold Standard Cell

Count and Viability / Mito Potential / ROS /
Phagocytosis

Sample Volume

60 pl

Cassette Type S+

Dynamic range 3~27 ym
Cell Volume / Size 14 - 10,306 fL

Number of PMTs

2

Excitation Wavelengths

488 nm

Optical Detection Range

525/45nm (e.g. FITC, GFP) and
561nm / LP (e.g. PE, RFP)

Data Output Formats

FCS 3.1, screen shots ((bmp), CSV

Display

800 x 480 color touchscreen

Weight

4.53 kg




DNA Methylation Assays : METHYLDETECT

Product Features

- HRM gPCR #4l2 0|28t Methylation Assay
« Pre-made Methylation PCR Kit ®Z : 81474 gPCR Kit

. Customizing 7t

Genomic DNA
purifica tion

BISULFITE
MODIFICATION of
DNA template

PCR amplification

High-Resolution
Melting
(HRM) analysis

DETECT

NEBAF Monarch® Genomic DNA Purification Kit (T3010)

NEBA} EpiMark Bisulfite Conversion Kit (E3318S)

@ Bisulfite modified biological sample I

@ Methylation Positive Control e &
LY

@ Assay Calibration Control reesces .

3 I 451217107 F-]

FEAE
BaE
k]

' Methylation Negative Control “p e e
(NN 3-3-1-F 1-F-1-7-0.-0 }
@ No template Control b4

(TN E e L. f R ]

100

75

50
i Assay Calibration Control trol

25 | il Aasoy Colbegion Conem "
& M

Fryltion Plegatien Consrol
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DNA Methylation Assays : METHYLDETEC

Methyldetect Assay list

Assay by Genes No.
Apoptosis 22
Cell cycle 20
Cytokine Production 22
DNA Repair 22
Homeobox Genes (HOX) 93
Inflammatory Response and Autoimmunity 93
Mental Disorders 22
Notch Signaling Pathway 23
Polycomb Genes PcG 22

Pathway Stem Cell Transcription Factors 91
Stress Response and Toxicity 92
T Helper Cell Differentiation 23
T-Cell and B-Cell Activation 20
TGF-beta Signaling Pathway 22
Tumor Suppressor Genes (TSG) 73
WNT Signaling 22
Uncategorized ILTSRAT, HOXAT, HOXAT3
Breast Cancer 92
Colon Cancer 90
Gastric Cancer 91
Leukemia and Lymphoma 89

Cancer type -

Liver Cancer 86
Lung Cancer 88
Melanoma 88
Prostate Cancer 81

Customer Tailored Services

- Designed to meet your needs in methylation studies
- We design and develop MS-HRM assays targeting your gene of interest from

your biomarker discovery studies. The assay an be used on standard equipment in your laboratory
- We can also test your samples with the developed assay at our facilities
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Cloning, In vitro Transcription, Array,
Competent Cells and Transposon :
Lucigen Epicentre

BIOSEARCH"

Product Features

TECHNOLOGIES
- Application8 E3&l kit, Enzyme |3 ERRERLE ANALYALI Y. Lax
- NGS Library prep & Enzymes _\1/_
- Competents Cell LUC'g err

- Extraction Kits & Purification Kits
- Transpososase

- PCR & Amplification, Enzymes

Product List

Amplification

epicventre

ERIEMICGLOGIE = EFIDEMIDLOGY

Eirnplifying Genomics

Cat. No Product Size (UOM)
FS9901K FailSafe PCR System 1,000 U @2.5 U/uL
FS99060 FailSafe PCR PreMix Selection Kit 1 Kit of 48 Rxns
FS99100 FailSafe PCR System 100 U @2.5 U/uL
FS99250 FailSafe PCR System 250 U @2.5 U/uL
FSE5101K FailSafe Enzyme Mix Only 1,000 U@2.5 U/uL
FSES51100 FailSafe Enzyme Mix Only 100 U @2.5 U/uL
ME81210 MasterAmp 10X PCR Enhancer 10 mL
MMO70150 g/lyr‘glgxerQiesvliirtse Transcriptase 1St-Strand cDNA 50 Rxns
TTH72250 MasterAmp Tth DNA Polymerase 250 U @ 5 U/uL
UGI131K Uracil N-Glycosylase 1,000 U @1 U/ L
W7950ML Sterile Nuclease-Free Water 50mL

Competents Cells
Cat. No Product Size (UOM)
60051 E. cloni 10G ELITE Electrocompetent Cells 12 / 24 Rxns (SOLOs)
60052 E. cloni 10G ELITE Electrocompetent Cells 12 / 24 Rxns (DUOs)
60052 E. cloni 10G ELITE Electrocompetent Cells 24 / 48 Rxns (SixPacks)
60061 E. cloni 10GF’ ELITE Electrocompetent Cells 12 / 24 Rxns (DUOs)
60080 E. cloni 10G SUPREME Electrocompetent Cells 12 / 24 Rxns (DUOs)
60081 E. cloni 10G SUPREME Electrocompetent Cells 12 / 24 Rxns (SOLOs)
60096 E. cloni 10G Chemically Competent Cells 4 plates
60106 E. cloni 10G Chemically Competent Cells 12 / 24 / 48 Rxns (SOLOs)
60107 E. cloni 10G Chemically Competent Cells 12 /24 /48 / 96 Rxns (DUOSs)

E. cloni 10G Chemically Competent Cells

60108 (Subcloning Grade) g ¥ 48 / 96 Rxns
60110-1 HI-Control 10G Chemically Competent Cells 12 Rxns (SOLOs)
60N7 E. cloni 10G CLASSIC Electrocomp Cells 24 / 48 Rxns (SixPacks)
60210 BAC-Optimized Replicator v2.0 Electrocomp Cell 12 / 24 Rxns (DUOSs) 107
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Cat. No Product Size (UOM)
60215-2 E. cloni 10G BAC-Optimized Electrocomp Cells 25 Rxns (FIVERSs)
60224 BigEasy-TSA Electrocompetent Cells 24 Rxns (SOLOs)
60240 Endura Chemically Competent Cells 12 / 24 Rxns (DUOSs)
60241 Endura Chemically Competent Cells 12 / 24 Rxns (SOLOs)
60242 Endura Electrocompetent Cells 12 / 24 Rxns (DUOs)
60300 Eécl:llsf)ni EXPRESS BL21(DE3) Electrocompetent 12 / 24 Rxns
60341 OverExpress C41(DE3) Electrocompetent Cells 12 / 24 Rxns (SOLOs)
60345 OverExpress C43(DE3) Electrocompetent Cells 12 / 24 Rxns (SOLOs)
60401 Eéﬁ?m EXPRESS BL21(DE3)Chemically Competent 12 /24 / 48 Rxns
60435-1 HI-Control BL21(DE3) Chem Comp Cells 12 Rxns (SOLOs)
60442 OverExpress C41(DE3) Chem Comp Cells 12 / 24 Rxns (SOLOs)
60444 OverExpress C41(DE3) pLysS Chem Comp Cells 12 / 24 Rxns (SOLOs)
60446 OverExpress C43(DE3) Chem Comp Cells 12 / 24 Rxns (SOLOs)
60448 OverExpress C43(DE3) pLysS Chem Comp Cells 12 / 24 Rxns (SOLOs)
60452-1 OverExpress ChemComboPack 12 Rxns (SOLOs)
60502 TG1 Electrocompetent Cells 12 / 24 Rxns (DUOs)
60512 SS320 (MC1061 F’) Electrocompetent Cells 12 / 24 Rxns (DUOs)
60514 MC1061 F- Electrocompetent Cells 12 / 24 Rxns (DUOs)
60522 ER2738 Electrocompetent Cells 12 / 24 Rxns (DUOs)
60602 E. cloni 5-alpha Chemically Competent Cells 12 / 24 Rxns (DUOSs)
60701 CJ236 Electrocompetent Cells 12 / 24 Rxns (DUOSs)
60810 ClearColi BL21(DE3) Electrocompetent Cells 12 / 24 Rxns (DUOs)
EC10010 TransforMax EC100 Electrocompetent E. coli 20 Rxns
CC02810 TransforMax EC100 Chemically Competent E. coli 10 Rxns
EC6PO95H I:)al;wsforMax EC100D pir-116 Electrocompetent E. 10 Rxns
ECP0O9500 TransforMax EC100D pir+ Electrocompetent E. coli | 10 Rxns
EC300110 TransforMax EPI300 Electrocompetent E. coli 20 Rxns
C300C105 TransforMax EPI300 Chemically Competent E. coli 10 Rxns
ECO2T110 TransforMax EPI300-TIR Electrocompetent E. coli 20 Rxns
C400EL10 CopyCutter EPI400 Electrocompetent E. coli 10 Rxns
C400CH10 CopyCutter EPI1400 Chemically Competent E. coli 10 Rxns
ClS40025 CopyCutter Induction Solution 25 mL
CCIS125 CopyControl Induction Solution 25 mL
80026-1 Recovery Medium 8 x12 mL
80030-1 Expression Recovery Medium (lactose minus) 8 x 12 mL

IVT
Cat. No Product Size (UOM)
AS3107 AmpliScribe T7 High Yield Transcription Kit 50 Rxns
ASF3257 AmpliScribe T7-Flash Transcription Kit 25 Rxns
ASF3507 AmpliScribe T7-Flash Transcription Kit 50 Rxns
DS010910 DuraScribe T7 Transcription Kit 10 Rxns
DS010925 DuraScribe T7 Transcription Kit 25 Rxns
RN02825 Ribonucleoside-5-Triphosphate Solutions 25 Qmol each




NGS Prep & Enzymes

Cat. No Product Size (UOM)

14000-1 NxSegq™ AmpFREE Low DNA Library Kit 12 Rxns

14000-2 NxSeg™ AmpFREE Low DNA Library Kit 48 Rxns

14300-1 NxSeq Adaptors, Box 1 12 x 4 Rxns

14400-1 NxSeqg™ Adaptors, Box 2 12 X 4 Rxns

15012-2 NxSeq™ UltraLow DNA Library Kit v2 12 Rxns

15096-2 NxSeq™ UltraLow DNA Library Kit v2 96 Rxns

15100-1 NxSeqg™ Single Indexing Kit, Set A 12 x 4 Rxns

15200-1 NxSeqg™ Single Indexing Kit, Set B 12 x 4 Rxns

15300-1 NxSeg™ HT Dual Indexing Kit 96 Rxns

AO0102K Ampligase DNA Ligase with Buffer 2,500 U @ 100 U/uL
AOTI0OK Ampligase DNA Ligase without Buffer 10,000 U @ 100 U/uL
A1905B Ampligase 10X Reaction Buffer 5mL

A3202K Ampligase DNA Ligase with Buffer 2,500 U @ 5 U/uL
A3210K Ampligase DNA Ligase without Buffer 10,000 U @ 5 U/pL
A32750 Ampligase DNA Ligase with Buffer 750 U @ 5 U/uL

A8101 Ampligase DNA Ligase Kit 1,000 U @ 5 U/uL
CL4IMK CircLigase ssDNA Ligase 1,000 U @ 100 U/uL
CL4115K CircLigase ssDNA Ligase 5,000 U @ 100 U/uL
CL9021K CircLigase Il ssDNA Ligase 1,000 U @ 100 U/uL
CL9025K CircLigase Il ssDNA Ligase 5,000 U @ 100 U/uL
D9905K RNase-Free DNase | 5000 U @1 U/uL
D9910K RNase-Free DNase | 10,000 U @ 1 U/uL
E3101K Plasmid-Safe ATP-Dependent DNase 1000 U @ 10 U/uL
E3110K Plasmid-Safe ATP-Dependent DNase 10,000 U @ 10 U/uL
EN510250 Exonuclease VII 250 U @ 10 U/uL
ERTI12910K EpiScript RNase H- Reverse Transcriptase 10,000 units @ 200 U/uL
ERT12925K EpiScript RNase H- Reverse Transcriptase 25,000 units
EZRSTI\]42L925K_ Episcript RNase H- Reverse Transcriptase 250,000 Units
ERT12925K-EN Episcript RNase H- Reverse Transcriptase only 25,000 Units
EX4425K Exonuclease Il 25,000 U @ 200 U/uL
H39500 Hybridase Thermostable RNase H 500 U @ 5 U/uL
KL1MOTK Exo-Minus Klenow DNA Poly (D355A, E357A) 1,000 U @ 10 U/uL
LR2D1M310K T4 RNA Ligase 2, Deletion Mutant 10,000 U @ 200 U/uL
LR2D1132K T4 RNA Ligase 2, Deletion Mutant 2,000 U @ 200 U/uL
PO503K T4 Polynucleotide Kinase, Clone 3,000 U @10 U/uL
PAP5104H Poly(A) Polymerase Tailing Kit 50 Rxns

RA02825 ATP Solution 25 Qmole (100 mM)
RG90910K Riboguard RNase Inhibitor 10,000 units @ 40 U/uL
RG90925 Riboguard RNase Inhibitor 2500 units @ 40 U/uL
RJ411250 Rec J Exonuclease 250 U @ 10 U/uL
RNRO7250 Ribonuclease R (RNase R) 250 U @ 20 U/uL
RP8092H RNA 5’ Polyphosphatase 200U @ 20 U/uL
RT80125K MMLV High Performance Reverse Transcriptase 25,000 Units @200 U/uL
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STKO03588

Proteinase K

TER51020

Terminator 5’-Phosphate-Dependent Exonuclease

40U @ 1U/QL

X40520K

Exonuclease |

20,000 U @ 20 U/QL

Nucleic Acid Extraction

Cat. No Product Size (UOM)
MB711400 MasterPure DNA Purif Kit for Blood, V I 400 mL Whole Blood
MC85200 MasterPure Complete DNA & RNA Purification Kit 200 Purif
MC89010 MasterPure Complete DNA & RNA Purification Kit 10 Purif
MGP0O4100 MasterPure Gram Positive DNA Purification Kit 100 Purif
MPY03100 MasterPure Yeast RNA Purification Kit 100 Purifications
MPY80200 MasterPure Yeast DNA Purification Kit 200 Purifications
QEO09050 QuickExtract DNA Extraction Solution 1.0 50 mL
QEQO905T QuickExtract DNA Extraction Solution 1.0 5mL
QEF81050 QuickExtract FFPE DNA Extraction Kit 50 mL
QEP70750 QuickExtract Plant DNA Extraction Solution 50 mL
QERO90150 | QuickExtract RNA Extraction Kit 50 mL
MMPO95H MPC Protein Precipitation Solution 500 mL
MPRKQ092 Proteinase K 2mL
MRC0912 Red Cell Lysis Solution 1,200 mL
MTCO96H Tissue & Cell Lysis Solution 600 mL
MTEO0970 TE Buffer 70 mL
R1804M Ready-Lyse Lysozyme Solution 4,000,000 U
R1810M Ready-Lyse Lysozyme Solution 10,000,000 U
PCR Enzymes
Cat. No Product Size (UOM)
D7P9205K 7 R&DNA Polymerase 5,000 U @ 50 U/QL
DBO715K Baseline-ZERO DNase 5000 U
MRNAQO92 RNase A 2mL @ 5 mg/mL
NG6901K RNase | 1000 U @ 10 U/QL
OC7850K OmniCleave Endonuclease 50,000 U
Transposase
Cat. No Product Size (UOM)
TNP92110 EZ-Tn5 Transposase 10 units @ 1 U/QL




Plant Specific Product : PhytoTech Lab

o =

SR MBS AlS | e AT HE M
xx|

dBSet A A= At Mg S oY

S L e

S5t Al29| genetic improvement PhytﬂTECh

L& BS

Application

. Plant Tissue Media

- Murashige & Skoog Media, Deficient salt .

: kg & W
- Crop Specific Media = hrardige & BMES ol Mook o8
- Woody Plant Media e

H hwm—.nrf;‘_*‘- Vitcarmirs
- General / Completed Media

- Plant Media Components

- Plant Growth Regulators : Auxins, Cytokines, PGR
solutions

- Gelling Agents : Agar, Gellan Gun

- Vitamins / Carbohydrates

- Antibiotics / Antimicrobial Solutions

- Genal Biochemicals

. Culture Vessels & Equipment
- Sterilized Culture Vessels
- Autoclavable Culture Vessels
- Fo rceps, Scalpels...
- Glass Bead Sterilizer
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iRealBio: Real-IHC PATHOLOGY ANTIBODIES

Y
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Validated for application
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Better Choice for | o~
iReal Clinical-IHC
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antibody
o
. N Lot-to-Lot Testing
Comparation with competitors e
& & el F S e & B
Lol Log2 LoEd
-: -ﬂ l :l Mouse IHC Array
N—ca-dherm N-cadherin T q_ll
iReal Biotechnology Po\y;lonal 395 Citation - 3 -
cat.magass g
- "
N J A\ -
>
°
2 Oncology Biomarkers
)
2 Catalog Product Name Application Reactivity Clonality
IR213-777 Estrogen Receptor alpha antibody WB, IF, IHC H, M, R Rabbit-pAb
IR215-787 Progesterone Receptor antibody WB, IF, IHC H, M, R Rabbit-pAb
IR210-763 HER2 / ERBB2 antibody WB, IF, IHC H M, R Rabbit-pAb
IR205-742 p63 antibody WB, IF, IHC H, M, R Rabbit-pAb
B Thyroid Transcriptional Factor / WB, IHC, o
IR350-950 " 17£.1/ NKX2-1 antibody Pathology H, M, R Rabbit-pAb
IR212-1 Ki-67 antibody WB, IF, IHC H, M, R Rabbit-pAb
WB, IF, IHC,
IR222-861 Pan-Cytokeratin antibody (Pan-CK) FC, CTC, H, M Rabbit-pAb
Pathology
. . WB, IHC, .
IR228-868 Cytokeratin 7 antibody Pathology H, M Rabbit-pAb
IR221-860 MUCT antibody (extracellular) WB, IF, IHC Human Rabbit-pAb




The compan'’s main products

ELISa KIT 8500+

Antibody 10000+

Molecular biology 70+

Primary
Antibodi

"':_-* -Polyclonal Antibody
WA -Monoclonal Antibody

Secondary
Antibodi

1ok

BEEd
Product

| |
=
27 5|Mc
o g8

S
2
-3

Ell

=
™
=
o
E|
o
A

E

|MEt ZQ9l= Easy Step ELISA Kit

Features

Z0| 8CHA|Z S| M TEIEI 8-well strip 2EA H|=

A7t gl A

AIZE1LSARIC = B

kx|
S 23 AZ2Z 50uIREE AH0| 7t

-48T (8well strip 6EA)
-96T (8well strip 12EA)

>
.
o
O
=
c
<

Product List
Catalog Product Name
ELKOOIES EasyStep Human IL6 (Interleukin 6) ELISA Kit
ELKOO2ES EasyStep Human CEA (Carcinoembyronic Antigen) ELISA Kit
ELKOO3ES EasyStep Human PCT (Procalcitonin) ELISA Kit
ELKOO4ES EasyStep Human AMH (Anti-Mullerian Hormone) ELISA Kit
ELKOOS5ES EasyStep Human Cys-C (Cystatin C) ELISA Kit
ELKOOGES EasyStep Human GH (Growth Hormone) ELISA Kit
ELKOO7ES EasyStep Human BNP (Brain Natriuretic Peptide) ELISA Kit
ELKOOS8ES EasyStep Human sST2 (Soluble Suppression Of Tumorigenicity 2) ELISA Kit
ELKOO9QES EasyStep Human OC (Osteocalcin) ELISA Kit
ELKO10ES EasyStep Human PGII (Pepsinogen II) ELISA Kit
ELKOTIES EasyStep Human PSA (Prostate Specifiec Antigen) ELISA Kit
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MiniPCR bio : PCR and related Products

miniPCR® mini thermal cycler minipcr m

Product Features

- Portable : From the bench to the filed (RFTHHZE0|M AL)
- 5009 O|2te| 2|, £&HiEH] 014 Mol 37|

« Flojit LI © three-year warranty

- Windows, Mac, Chromebook, iPad/iPhone, Androide} =gt
- AC or battery powered (battery not included)

minlPCR™ . Axygen® Maxygen |I™
- miniPCR Axygen® Maxygen II"
——
L L
1 2345067 1 2 34567
mini8X minil6X mini16X classic
m | ...‘ [ HTR
o Tk
Q o = Sy
= . T -
S ® = W lie = 0.

=

Specification : Choose your own

mini8X mini16X
Number of samples 8 16
Compatible with stand PCR reagents and consumable ° °
Heated Lid ° °
Compatible with 0.2 mL 8-tube strips ° °
Universal voltage compatible ° °
Windows, Mac, and Android compatible ° °
Chromebook compatible ° °
iOS (iphone and iPad compatible) ° °
USB / Bluetooth connectivity ° °
FLEX mode programming ° °
Three-year warranty ° °
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MIiniPCR bio : PCR and related Products

Gel Electrophoresis & related Product

blueGel™ electrophoresis GELATO electrophoresis

SeeGreen

Product Features

- Fast Result
- X[t 26-50 7H9| ME7IX| running, 5-10& O|LH 8HE E2| =0l
- Gel running St AA|ZIOE BHE 22| A|Zt3t
- Fold-View imaging hoodE 0|23t H7|ESEX|0f|A 21 o|0]|X| 24K
- Safety (HH)
- 9tM%t blue light illuminator LA, Ha[s LAY
- OFFISH At M- SeeGreen, Gelgreen, SYBR-family dyes
sfiet Ethidium Bromide(EtBr), UV EEQ
- 32 MY, HHIL MAE wf XS = HF AT
- Convenience (H2[g)
- MAZZEK| LHE : Integrated power supply AFE
- Agarose, TAE, TBE HIHe} o3t
- X0l &A &2 7ts

(2 4
o
o

ini

M

Compare blueGel™ to GELATO™

Electrophoresis with transillunimator blueGel GELATO

Gel Size 6 X6 Ccm 6X6 cm, 12x6 cm
Voltage Fixed 48 V 50-135V
Number of samples Up to 26 Up to 50
Built in transilluminator ° °

Buffer compatibility TBE TAE, TBE, SB
Fold-a-View ° °
Cutting tray glasses °

Timer °

Multi- channel compatible °

15



MIiniPCR bio : PCR and related Products

SeeGreen™ Nucleic Acid Stain 20,000X, 200 ul

- Sharper, brighter, straighter HiEE @& 4= /= nucleic acid staining dye.
- Ethidium bromide (EtBr)S CHME £ Q= O oFH3H HIE.

+ Non-carcinogenicstZ gel staining0f| excellent.

. Ultra-sensitive : 0.2 ng of DNA, 1 ng of total RNA 7IX| 7t5.

.- Background?} &2 sharp, straight crisp bands.

« DsE (20,000X) : 20 ml agarose geloil 1yl AFR.

. 4°C in light-protective container0i| 22t/ A2H1&

BioBits® Cell-free system : Central Dogma

—_— 7 —_—
HAp ol
(transcription) (translation)

DNA ANA PROTEIN

TN

- SHME0| QXA SE (DNA->RNA-protein)2 EF =22 20l

[ad - MZIHEE Sl (cell-free) 7|&, @82 E HE(fluorescent outputs)
(&) - BioBits® pellets : M|Z B{kgl0| CHHEIS MAFSE 4 Q= =2 molecular factories
(a B =S HItotH gM3tE

=

- Dry BioBits” pellets2 £ AEHO|X|Tt

EH| HME 2|4 HiED 2L IZES

« =X . EXPEESE MAR(transcription) 3 HY(translation), T gt (protein synthesis),
SEA el dZ(fluorescence), MHZE stMMESH(synthetic biology)

AQA|ZH: 302 (1Al LH), 8-72A12t 102 2

- =& (Level) : YUt 1SS w0l A CHEt

M

Product selection guide

Product Name Cat. No Size Intended Use

* 8 lab group in as classroom setting
BioBit Central Dogma classroom Kit KT-1910-01 8 8 individual in a remote setting
(require repacking/distribution)

2 e Tindividual in a remote setting
(extra run intended as a back up)

BioBit @homeCentral Dogma KT-1102-01

BioBit @home Central Dogma * 10 individual in a remote setting
(Set of 10) KT-1102-10 10x2 (extra run intended as a back up)
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Mini-EP Mini Electrophoresis System

Product Features

« 2™ X[ (W x D x H, mm) : 190 x 130 x 60

< MIIGSE KL (W x D x H, mm) : 110 x 121 x 43
- MI|FS=E 21| 230 ml

- Input Power : AC 100~120 V (50~60 Hz)

- Output Power : DC35V / DC50 V / DC100 V
« Max Power : 40 W - Timer : 0~99 mins

Applications

« Comb X|4= (width x thickness x no.)
-3mmx1Tmmx 22
-56mmx1Tmmx12
-3mmx1mmx18
-5.6 mmx1Tmm x 10
- Gel 2I¥X|4= (W x D, mm) : 126 x 126 - 1 pcs
« Gel Migration Board (W x D, mm) : 110 x 60 - 2 pcs
54 x 60 - 4 pcs
- Transformer for AC 200~240 V : AC 220 V (input)
AC 110 V (output)

LED Transilluminator

(2 4
O
o

Product Features

-Compactst C|XQ!

. Lid : CH¥St 22 ©Z 9l IEst 4 91 UVEMOREE AN RS
« ZI LED £%: 60,000h

ini

M

Specification
Model BC-108
Max gel size 160 x 100 mm
Wavelength 470 mm
Size(W*D*H) 220 x 205 x 49 mm
Input voltage DC24V,1A
Weight 1.3 kg

nz



EcoMate Multi-Well Plate Centrifuge

08010-00 Ecomate Multi-well Plate Centrifuge :
Plate M2 spin down AlE2[7]

Applications

. Skirted, non-skirted § 2= BZ& PCR Plates Al 75
- Capacity : 2 PCR Plates (96 wells, 384 wells)

- Max. rotational Speed : 2500 RPM

- Relative centrifuge force (RCF) : 500 x g

« Weight : 3 kg

Mini Centrifuge : Cubee

AQBD Cubee Mini Centrifuge :
Rotor 1 M| gl0| BE £3F9| tubes A2 758 A /A EZ|T|

Specification

« Tubes capacity : .5 ml x 8, 0.5 ml x 8, 0.2 ml x 16 [8strip pcr tube]
- Speed range : 4700 RPM

« Max. RCF:1000 x g

- Weight : 1.8 kg

. Size (cm) :18.3x151x15.3

* Optional accessory : 12-Strip Rotor

Mini vortex : MTV-1

Specification

- Working style : Continuous / Short-spin

. Shaking movement : Orbital, 3 mm

- Speed Range : 800~2500 rpm

« Dimension (W x L xH, mm) : 74 x 91 x 84

- Voltage : DC6 V (4 pcs 1.5 V double A battery)
- Weight : 0.35 kg

(2 4
&)
(a8

ini

M

18



Nichiryo Pipette

Product Features

rot
o
i
=
=

- 1SO 9001/14001 7|&0|| Mets =
. BHEX0| MM =2 et HUEE FUSH AT}
« MIAOIM 7HE 7HH2 70g9| body FAI(Nichipet air)

20 3 9= QIxZBtRiol A7)

. 145 Blow out7|SC=Z A2 250N Helst 2x
- EETTEN FAHEO| SRIE|0] Y0 EEXE MPEK| K¢t

- Fullbody 2t et J7H5(121°C, 20min)
<57 BAEHZ(Nichipet premium)

40

- L L
! a-@ .
f ; .
.?I / I..IJIF / I.rf‘ -.f
¥ [
J ' ' [ ri
' r' i
P ®
Nichipet®  Nichipet® Nichipet Nichipet®  Nichipet® Nichipet® Nichipet®
o . Premium : -
AIR Premium LT EX Plusll EXII AIR Multi EXII Multi
Range(ul) 0.1-10000 0.1-10000 0.1-1000 0.1-10000 0.1-10000  0.5-300 0.5~300 o
o
(a
Product List =
INE =
Range(ul) AIR Premium LT Premium EX Plusll
2 00-NAR-2 00-NLT-2 00-NPP-2 00-NPX2-2
10 00-NAR-10 00-NLT-10 00-NPP-10 00-NPX2-10
20 00-NAR-20 00-NLT-20 00-NPP-20 00-NPX2-20
100 00-NAR-100 00-NLT-100 00-NPP-100 00-NPX2-100
200 00-NAR-200 00-NLT-200 00-NPP-200 00-NPX2-200
1000 00-NAR-1000 00-NLT-1000 00-NPP-1000 00-NPX2-1000
5000 00-NAR-5000 - 00-NPP-5000 00-NPX2-5000
10000 00-NAR-10000 - 00-NPP-10000 00-NPX2-10000
8xid 12544
Range(ul) MULTI-AIR MULTI-EXII MULTI-AIR MULTI-EXII
10 00-NAR-10M8 00-NPM-8VP 00-NAR-10M12 00-NPM-12VP
100 00-NAR-100M8 00-NPM-8SP 00-NAR-100M12 00-NPM-12SP
200 00-NAR-200M8 00-NPM-8LP 00-NAR-200M12 00-NPM-12LP
300 00-NAR-300M8 00-NPM-8KP 00-NAR-300M12 00-NPM-12KP 19




Molecular Diagnostic Tests
A EndoPredict

EndoPredict _ 2™ Generation Breast Cancer Prognostic Kit

- ER+, HER2- @I 7| R} ZIth &l 2tXto| X|2 ZM0] 5tLtZ o= o F0f| At

« One Test _ Three Clinical Answer
1. Risk at 10 years

2. Chemotherapy benefit (Chemotherapy?l (2 benefit M&E H|Z2)
3. Risk between 5 and 15 years (Early / Late F0| QIEE 0% )

- Lymph node H0| &XI0| = ME0| 7t5 :
374 7EX[2] lymph nodedi| FO|El 2tXtof| CHEH A = ZAL 7Hs

- H=5t Risk Group 237 (Low Risk / High Risk) :
7|Z prognostic test@t 22| intermediate risk group 20| 22

- EPCline Score :

Gene expression signature (12 genes) O 2kt 7H219| tumor size ¥ lymph node F0| HEE 2%

=]

-

3 PROLIFERATION- 3 NORMALIZATION 5 HORMONE RECEPTOR-

RELATED GENES GENES RELATED GENES
e STC2  *RBBP8 LATE
recurrence e AZGP1 e MGP recurrence

(0-5 years) e IL6ST (5-10 years)

1 CONTROL GENE

EPclin Risk Score Algorithm:

Molecular 4+ | Tumor size 4+ | Nodal Status | = EPclin Risk Score
Score
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Genetic Cancer Tests

kel CHEet, thagh XtZLjatet 9feh HI=Y
Next Generation Sequencing 24t 0|2
SO L= ol ZK|

« MyRisk ZAFEHE 5> Myriad A{H|A ZIAF i

Hereditary cancer 48 gene panel

_ ovarlan colnre‘:tal

BRCA1 [ J

BRCA2 ]

MLH1, MSH2, MSH6, PMS2, EPCAM ] [ ]
CTNNA1

APC [ J
MUTYH (Monoallelic)

MUTYH (Biallelic) [ J
CDKN2A (p16INK4a), CDKN2A (p14ARF)

CDK4

TP53 [ J
PTEN
STK11 [ ] [ ]
CDH1

PALB2 [ ]

ATM

CHEK2, CHEK2 (Biallelic) [ J
RAD51C, RAD51D ]

BARD1

BRIP1 [ ]

BMPR1A, SMAD4 [ J
VHL

RET

MEN1

BAP1

TSC1, TSC2

FH, FLCN

TERT

MITF

MET

SDHA, SDHB, SDHC, SDHD

POLD1, POLE, GREM1, AXIN2 [ J
NTHL1 Monoallelic

NTHL1 Biallelic [ J
MSH3 Monoallelic

MSH3 Biallelic [ J
HOXB13

EGFR

“
(]

MyRisk

Hereditary Cancer Test

m
(J
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Genetic Cancer Tests
MyChoice*"CDx

Myriad HRD Companion Diagnostic Test

Mychoice_HRD

- Myriad myChoice HRD & A2F 2tXtof| Ciet 2 X|EH|2! PARP inhibitor At 2HHEl 45 THEE 2H
(Homologous Recombination Deficiency) MEfE BHst= SHHRIEE HAF (IVD-CDx)

- Next Generation Sequencing 24 0|2

- SNV, Indel, Rearrangement 242 Edl| BRCAT1/2 §HAIe| 2HH0| Rt A 20HHM MEH (GIS) & Tt

Half HRD +
(
15% 10% 25%

86888

25% Tumor B Germline M Somatic M Other
BRCA1/2 BRCA1/2 BRCA1/2 Causes
mutation mutations mutations of HRD
G BRCA1 & BRCA2 status Sequence 4 Large
variants rearrangements

* Detection and classification of sequence variants and large rearrangements
e l|dentification of somatic and germline variants present in the tumor

LOH TAI LST
Genomic instability status Loss of + Telomeric + Large-scale

heterozygosity allelic imbalance state transitions

e Comprehensive assessment of LOH, TAl and LST across the entire genome
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Comprehensive Genomic Profiling

Solid Tumor + Normal Test

Holof] x™M2 9t 64874 KA IE (500x HE He)
= Efo): 46719 incidental germline 2 E&t

. Tumor Mutation Burden (TMB) £4 /::;s‘ —
- IHC @IS 3t PD-L122C3, SP142, 28-8 clones % MMR =0 (Mel A} /

ST T HA| =4
3 P

o o5
I 22 R SBlo| YNHOR YEE MM T

ot

)

TISSUE COLLETION KIT

A EfeY
Y B T (0f: , ZF, R, 1T 5)

Tempus XT

- Solid tumor (Y &2 =) A——
. 648 genes : Rearrangements 22 genes, germline mutations 65 genes _/"ﬁﬁ T
-

-Targeted DNA sequencing It whole-transcriptome RNA sequencing

= A| XIS - —
o [y | u'us

« Tumor DNA coverage 500x

- Solid Tumor + Normal Test (BL+XH4 LX|) 4 : Germline H0| 712 =l T

- Immue Biomarkers SEXI AAl : MSI status, TMB BLOOD COLLECTION KIT
- Option 7t : dMMR, PD-L1, Tumor origin, HRD, DPYD

- Report 2t Raw data MZ

« ZX B Al Tempus xF AAF (liquid sequencing) 2 Xts Het

Tempus xF

- Liquid biopsy (& t£&= Efl)

- 105 genes : Rearrangements 7 genes, CNV 8 genes

- Targeted DNA sequencing

« DNA Sequencing Depth: average 20,000x (raw reads) / 5,000x (unique reads)
- Immue Biomarkers Xt AAL : MSI status

- Report 2} Raw data |2

Tempus xF+

- Liquid biopsy (8l E= Efet)

- 523 genes : Rearrangements 10 genes, CNV 9 genes

- Targeted DNA sequencing

« DNA Sequencing Depth: >5000 and >1500 unique reads for enhanced and additional regions
- Immue Biomarkers R8Xt AAL: MSI status, TMB

- Report 2 Raw data H|&
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@ tataabiocenter

qgPCR Analysis Software

- Get the most out of your gPCR data with the market
leading GenExTM Enterprise software

- Basic data editing and management

- Advanced data analysis

- Webinar for Software

Primer and Probe Design Software

- Automate Your Real Time PCR Primer and Probe Design
- Specific and Efficient Design :
How Beacon Designer™ Makes it Possible?
- Design Options Available
- SYBR Green Assay Design
- HRMA Assay Design
- Dual Labeled Probe Design -
- TagMan Probes 3 EACon *s
- Molecular Beacons ':-;.-:' Designer
- Scorpions® = .
- FRET Probes
- Multiplex Real Time PCR Assay Design

Software for Bacterial Identification,
Pathogen Detection or Species Identification

- Assay Design for Bacterial Identification and More..

- Species Identification Assays / Cross Species Assays /
Allele Identification Assays

- Sophisticated Algorithms for Assay Success

- Extensive Support for Real Time or Quantitative PCR Assays &
SNP / Expression Microarrays

. Design Luminex xXMAP®Assays

- Multiplex Ligation-dependent Probe Amplification (MLPA)
Assays for Copy Number and Mutation Detection

(<)
|
@©
S
=
o
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©
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]
L
()
(2 4
(2 4
(&)
o
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> > o gl gt=x= AlS Ol 2
Pre-Made Ater Panel kit Mt TOf 5l s A gl 2N
Panel Kit

> > > 72l p— 7%

Gene list submission &
Codeset &M

. Als gl M
C'éSt:m Dteli!?n Afc Target gene AEY (Symbol or accession E':L;,,'E
odeset Ki number) and design =
[ 4-65]
Sample type
FFPE Tissue Core needle biopsy
Fresh Frozen Tissue Tissue Microarray (TMA)

ol

GeoMx™ DSP &

24 MH|A

RNA application Protein application

* 84 genes
e CTA (Cancer Transcriptome Atlas) - 1,833 genes
* WTA (Whole Transcriptome Atlas)

> 18,000 genes for human

> 21,000 genes for mouse

¢ Immuno-Oncology >140 proteins
¢ Neuroscience > 140 proteins
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RNA ==

Real-time PCREZ 2|3t HE2| RNA F£& 2|2[sl= 22

cDNA &M

Real-time PCRE 2[8t cDNA BHME 9|2[5H= AR

gPCR service

cDNA AE{Z M3 9|2| SYBR Green 2 ProbeZ AI23t0] Real-time PCR H&E 9|2[5t= ER

EoAbsk: HAHRNA/DNA) =E8H Primer / Probe sequence, Real-time PCR =712 QX7 X|&38t0{ofst

= EH| Creoptix WAVEdelta (Molecular Interaction analyzer)
Sample type Protein, &4, Peptide, Chemicals, ¥HE &
EMury Multi-cycle Kinetics or waveRAPID Kinetics
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Next day delivery service

B0363S
B1500S
B1700S
B6002S
B6003S
B6004S
B7024S
B7025S
B7030S
B7703S
B9004S
B9200S
E0552S
E1700L
E1700S
E2040S
E2050S
E2060S
E2080S
E2611L
E2611S
E2621L
E2621S
E2621X
E3005L
E3010L
E3321S
E5315S
E6056L
E6056S
E6800S
E7490L
E7546L
E7546S
E7600S
E7730L
E7780S
M0201L
M0201S
M0202L
M0202M
M0202S
M0202T
M0203L
M0203S
M0204L
M0204S
M0208L

RNA Loading Dye (2x) -4 x 1 ml

Nuclease-free Water - 25 ml

LAMP Fluorescent Dye - 250 ul

NEBuffer™r2.1-5mls

NEBuffer™r3.1-5mls

rCutSmart™ Buffer- 5 mls

Gel Loading Dye Purple (6X) - 4 ml

Gel Loading Dye, Purple (6X), no SDS - 4 ml

NEBuffer™ Set (r1.1,r2.1,r3.1, rCutSmart™) 6 mls

Blue Protein Loading Dye - 8 ml

ThermoPol® Reaction Buffer Pack - 6 ml (4 x 1.5 ml)

Recombinant Albumin, Molecular Biology Grade - 12 mg

Q5@ Site-Directed Mutagenesis Kit (Without Competent Cells) - 10 reactions
WarmStart® LAMP Kit (DNA & RNA) - 500 reactions

WarmStart® LAMP Kit (DNA & RNA) - 100 reactions

HiScribe™ T7 High Yield RNA Synthesis Kit - 50 reactions
HiScribe™ T7 Quick High Yield RNA Synthesis Kit - 50 reactions
HiScribe™ T7 ARCA mRNA Kit (with Tailing) - 20 reactions
HiScribe™ T7 mRNA Kit with CleanCap® Reagent AG - 20 reactions
Gibson Assembly® Master Mix - 50 reactions

Gibson Assembly® Master Mix - 10 reactions

NEBuilder® HiFi DNA Assembly Master Mix - 50 reactions
NEBuilder® HiFi DNA Assembly Master Mix - 10 reactions
NEBuilder® HiFi DNA Assembly Master Mix — 250 reactions

Luna® Universal One-Step RT-gPCR Kit — 500 reactions

LunaScript RT SuperMix Kit - 100 reactions

EnGen® Mutation Detection Kit - 25 reactions

OneTag® One-Step RT-PCR Kit - 30 reactions

NEBNext® Quick Ligation™ Module - 100 reactions

NEBNext® Quick Ligation™ Module - 20 reactions

PURExpress® In Vitro Protein Synthesis Kit - 10 reactions
NEBNext® Poly(A) mRNA Magnetic Isolation Module - 96 reactions
NEBNext® Ultra™ Il End Repair/dA-Tailing Module - 96 reactions
NEBNext® Ultra™ Il End Repair/dA-Tailing Module - 24 reactions
NEBNext® Multiplex Oligos for lllumina® (Dual Index Primers Set 1) - 96 reactions
NEBNext® Multiplex Oligos for lllumina® (Index Primers Set 4) - 96 reactions
NEBNext Multiplex Oligos for lllumina (Dual Index Primers Set 2) - 96 reactions
T4 Polynucleotide Kinase - 2500 units

T4 Polynucleotide Kinase - 500 units

T4 DNA Ligase - 100000 units

T4 DNA Ligase - 100000 units

T4 DNA Ligase - 20000 units

T4 DNA Ligase - 20000 units

T4 DNA Polymerase - 750 units

T4 DNA Polymerase - 150 units

T4 RNA Ligase 1 (ssRNA Ligase) - 5000 units

T4 RNA Ligase 1 (ssRNA Ligase) - 1000 units

Tag DNA Ligase - 10000 units

M0302L
M0302S
MO0303L
MO0303S
M0305S
M0314L
M0314S
M0356S
M0366S
M0367L
MO0367S
M0371S
MO373L
M0374S
MO375L
M0380L
M0460T
M0491L
M0491S
M0492L
M0492S
M0493L
M0494L
M0494S
M0523S
M0525L
M0525S
MO0530L
M0530S
M0531S
M0537S
MO0538L
M0541L
M0544L
M0544S
M0554S
M0608S
M0653S
M0653T
M0663S
M0665S
M2080S
M2200L
M2200S
M2401S
M2403L
M3003X
M5505L

Bawman

‘Biol. "BioLabs. .

T7 Endonuclease | - 1250 units

T7 Endonuclease | - 250 units

DNase | (RNase-free) - 5000 units

DNase | (RNase-free) - 1000 units
Endonuclease V - 250 units

RNase Inhibitor, Murine - 15000 units

RNase Inhibitor, Murine - 3000 units

RNA 5’ Pyrophosphohydrolase (RppH) - 200 units
mMRNA Cap2 " -O-Methyltransferase - 2,000 units
Blunt/TA Ligase Master Mix - 250 reactions
Blunt/TA Ligase Master Mix - 50 reactions
Shrimp Alkaline Phosphatase (rSAP) - 500 units
T4 RNA Ligase 2, truncated KQ - 10000 units
Bst 3.0 DNA Polymerase — 1600 units

SplintR® Ligase - 6250 units

WarmStart® RTx Reverse Transcriptase — 250 reactions

T7 RNA Polymerase (High Concentration) - 50000 units
Q5® High-Fidelity DNA Polymerase - 500 units

Q5® High-Fidelity DNA Polymerase - 100 units

Q5° High-Fidelity 2X Master Mix - 500 reactions (50 pl vol)
Q5® High-Fidelity 2X Master Mix - 100 reactions (50 pl vol)
Q5° Hot Start High-Fidelity DNA Polymerase - 500 units
Q5° Hot Start High-Fidelity 2X Master Mix - 500 rxn (10 x 1.25 ml)
Q5® Hot Start High-Fidelity 2X Master Mix - 100 rxn (2 x 1.25 ml)
Thermostable RNase H — 250 units

Quick CIP - 5000 units

Quick CIP - 1000 units

Phusion® High-Fidelity DNA Polymerase - 500 units
Phusion® High-Fidelity DNA Polymerase - 100 units
Phusion® High-Fidelity PCR Master Mix with HF Buffer - 100 reactions (50 pl vol)
Bst 2.0 DNA Polymerase - 1600 units

Bst 2.0 WarmStart® DNA Polymerase — 8000 units
NEBNext® High-Fidelity 2X PCR Master Mix - 250 reactions
NEBNext® Ultra™ Il Q5® Master Mix - 250 reactions
NEBNext® Ultra™ Il Q5® Master Mix — 50 reactions

KLD Enzyme Mix - 25 reactions

MRNA Decapping Enzyme - 2000 units

EnGen Lba Casl12a (Cpfl) - 70 pmol

EnGen Lba Cas12a (Cpfl) - 2000 pmol

T5 Exonuclease - 1000 units

Tth Argonaute (TtAgo) - 50 pmol

Vaccinia Capping System - 400 units

Quick Ligation™ Kit — 150 reactions

Quick Ligation™ Kit - 30 reactions

ET SSB-50 pg

Pyrophosphatase, inorganic (yeast) - 50 units

Luna® Universal gPCR Master Mix — 1000 rxn (10 x 1 ml)
USER® Enzyme - 250 units
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